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TOM TAT

Gut 1a dang viém khép phd biég gdy ra boi anh hudng cia tinh thé urate hinh thanh & cac khép tir uric acid

trong mau tang qua ngudng. Mot so nghién ciru dd ching minh su lién quan cua da hinh gen vdi nguy co mac
gut & nhiu dan tc khac nhau. V6i muc dich danh gia su lién quan cua da hinh SLC1741 rs1165196 véi bénh
gut & ngudi Viét Nam, ching t6i ¢4 tach chiét DNA téng sb ciia 520 mau mau (169 mau tir ngudi mic gat va
351 méu d6i chimg). Kiéu gen cua rs1165196 dwoc xac dinh bing phwong phap PCR-RFLP. Phén b6 kiéu gen,
so sanh cac dic diém 1dm sang giita hai nhom méc bénh - déi chimg va méi lién hé cta da hinh nay voi gat
duge danh gia bang cac phuong phap théng ké sinh hoc. Két qua cho thiy phan bd kiéu gen cua rs1165196
tuan theo dinh luat Hardy-Weinberg (p>0,05) vdi ti 1¢ cac kiéu gen AA/AG/GG tuong ung 1a 0,57/0,38/0,05.
Khi so sanh cac chi s6 1am sang gifra hai nhém méc bénh — dbi chung, chiung t6i da thu dugc su khac biét 16n
nhét & hai chi sé uric acid va ting uric acid mau voi gia tri p tuong mg bing 0. Ngoai ra, chi s BMI va CRP
cling khac biét dang ké gifra hai nhom (p<0,05). Tuy nhién, chung t6i da khong tim thdy mdi lién quan giita
151165196 véi nguy co mic git (p>0,05). D& khing dinh chic chin vé két qua nay cin thyc hién thém cac
nghién ctru khac v6i ¢ mau 16n hon & ngudi Viét Nam.
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GIOI THIEU

Gut 1 bénh viém khop phd bién & Viét Nam va
trén thé gioi, gy ra boi sy tang uric acid mau din
dén hinh thanh tinh thé urate ¢ cac khép va mot sO
md khic (Neogi ef al., 2015). Ty 1¢ méc bénh gut ¢
cac qudc gia trén thé gidi trong khoang tir 0,1-10%
(Kuo et al., 2015). O Viét Nam, theo thong ké cua
chuong trinh dinh hudng cong ddng vé kiém soat
bénh thdp khép (COPCORD), ty 1¢ méc bénh gut
khoang 0,14% (Hoa et al., 2003, Smith et al., 2010).
Bénh tip trung ¢ nam g101 do tudi trung nién, dac
biét & nhiing nguoi an nhiéu dam va thuong xuyén
ubng bia rugu. Ngoai ra, cic yeu t6 di truyen cling
duoc xdc dinh 1a c6 lién quan dén nguy co mic bénh
gut. Mot sb nghién ctru twong quan trén toan bd hé
gen (GWAS - Genome Wide Association Studies) va
nghién ctru trén ) lugng mau 16n (meta-analysis) da
xac dinh dugc sy trong quan gitra bénh git cling nhu
ham Iuwong uric acid trong mau véi cac da hinh

nucleotide don ¢ 28 locus di truyen cua 6 gen ma
hoa cho céac kénh protein van chuyén urate nam trén
mang t& bao gdm SLCI7AI, SLC249, ABCG2,
SLC22411, GCKR va PDZK1 (Dehghan et al., 2008,
Hollis-Moffatt et al., 2009, Kolz et al, 2009,
Kottgen et al., 2013, Stark et al, 2008, Tu et al.,
2010, Urano et al., 2010, Yang et al., 2010).

SLC17A41 1a gen ma hoa cho kénh protein van
chuyén natri phosphate (Na /P)) NPTI, chiu trach
nhiém trung gian van chuyen uric acid & cac té bao
gan va trong cac ong luon gan & than (Uchino ez al,
2000). Su xuét hién ctia da hinh hay cac bién thé di
truyén khac trén SLCI741 c6 thé anh huong dén
chtrc nang van chuyén ciia NPT1, do d6 c6 thé lién
quan dén tinh trang bi gut & cac bénh nhan. Trong
hai nghién ciu ctia Chiba va Sakiyama, da hinh
rs1165196 (1269T) nam trén exon 7 ciia SLC1741 da
duoc xac dinh lam ting kha ning van chuyén urate
cua NPT1 (Chiba et al., 2015, Sakiyama et al.,
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2016). Da hinh nay cling dugc ching minh ¢6 lién
quan dén nguy co méc bénh git ¢ nhidu quan thé
khac nhau nhu Nhat Ban, New Zealand va Tay Ban
Nha (Hollis-Moffatt et al., 2012, Torres et al., 2014,
Urano et al., 2010). Tuy nhién, két qua ciia 2 nghién
ctru doc lap trén 2 quan thé nguoi Han khac nhau &
Trung Quéc lai cho thdy da hinh nay khong lién
quan dén gut (Kang et al., 2016, Wan et al., 2015).
Nhu vy, c6 thé thdy mic do lién quan giita
1s1165196 voi gt khong hé glong nhau gilta céc
nhoém quﬁn thé thudc cac dan toc khac nhau trén thé
gidi. Diéu nay co thé dugc giai thich boi sy khac
nhau vé nén tang di truyén ciing nhu méi truong
sdng cua cac quan thé do.

O Viét Nam, hién tai chua c6 cac nghién ctru cu
thé nao vé da hinh SLCI7A41 rs1165196. Chinh vi
vdy, ching t6i tién hanh nghién ciru nay nhim xéac
dinh sy phan bd cua da hinh SLC1741 rs1165196 va
mdi lién hé cua n6 ddi voi bénh gut & quan thé nguoi
Viét, dong thoi tim hiéu kha ning sir dung né nhu
mot marker phan tir cho phép chan doan sém nguy
co méc bénh git & ngudi Viét Nam.

NGUYEN LIEU VA PHUONG PHAP

Nguyén liéu

MAu mau cta 520 ca thé nguoi duge thu thap tai
Bénh vién Nguyén Trii, thanh phé HO Chi Minh,
bao gdm 169 mau tir ngudi méc bénh gut va va 351
miu dbi chimg (khéng mic bénh gut). Cac bénh
nhan gat dugc bac si chan doan duwa trén tiéu chuin
ctia Hoi Thap khép hoc Hoa Ky nam 2015 (Neogi et
al., 2015).

Phuong phap nghién ciu
Tach chiét DNA tong sé

DNA tong sé dugc tach chiét tir miu mau dong
lanh, st dung Kit GeneJET Whole Blood Genomic
DNA Purification (Thermo Fisher Scientific Inc.,
Vilnius, Lithuania). Cdc mau DNA téng sb dugc do
ndng do bang mdy Nanodrop, sau d6 pha loang vé 10
ng/pl nham thiét 1ap bd miu tiéu chuin va bao quan
& -20°C.

Xac dinh kiéu gen SLCI17A1 rs1165196 bang ky
thugt PCR-RFLP

Vung gen SLCI17A1 c6 chua rs1165196 (kich
thudc 470 bp) dugc khuéch dai bang PCR trén
khuén DNA téng s6 (b6 miu tiéu chuan), st dung
cap moi dac hiéu:
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SLC17A1-F: 5- CCATATTGGCATCTCCCAGA -3

SLC17A1-R: 5- ATGTGTGCTGTTGCTGGAGT -3’

Thanh phan cia phan tng PCR bao gom: 1 ul
buffer PCR 10X; 0,5 ul dNTP 2,5 mM; 0,15 pl moi
xudi va nguoc (10 pmol); 0,05 pl Taq polymerase; 2
ul tDNA (10 ng/ul) va H,0, téng thé tich 10 ul. Chu
trinh nhiét cua phan tng: 95°C/5 phat, 95°C/30 gidy,
58°C/30 gidy, 72°C/30 gidy, 72°C/5 phut (40 chu ki).
San pham PCR (2 pl) duoc dién di kiém tra trén gel
agarose 0,8%.

Enzyme TspRI (New England BioLabs) dugc st
dung dé cit san pham PCR thu dugc ¢ nhiét 46 65°C
trong 12 h. Thanh phan cua phan tng cit bao gom: 1
pl Cutsmart buffer; 0,1 pl enzyme TspRI; 3 pl DNA
va H,0, tong thé tich 10 pl. San phim sau cat dugc
dién di kiém tra trén gel agarose 2%. Duya trén sb
lwong cic bang DNA thu duoc cua san phim PCR
dugc cit enzyme, kiéu gen da hinh rs1165196 s&
dugc xac dinh (Bang 1).

Bang 1. S6 lwong va kich thwdc cac bang san pham cét
twong (ng v&i cac kiéu gen SLC17A1 rs1165196.

Kiéu gen S6 lwong bing DNA Chiéu dai bang (bp)
AA 1 470

GG 2 153, 317

AG 3 153, 317, 470

Phan tich sé licu

Cac phan tich s6 lidu duoc thuc hién trén ph?m
mém SPSS 22. Kiém dinh Chi-Square (X ) duogc su
dung kiém tra trang thai cén bing Hardy-
Weinberg (HWE) cua quan thé. Cac so sanh vé
dic diém 1am sang giira hai nhém miac bénh - dbi
ching dugc danh gia bang cac kiém dinh Mann-
Whitney U va Chi-Square. Kiém dinh Chi-Square
ciing duge st dung dé danh gia mdi twong quan
gitta kiu gen va kiéu allele cua SLCI7A41
rs1165196 véi kha ning mic bénh git cung véi
kiém dinh Fisher Exact. Mi tuong quan gitta kiéu
gen cua da hinh véi gut duge xem xét 6 4 mo6 hinh
khac nhau, bao gdm cong gop (additive model),
troi (dominant model), dong trdi (co-dominant
model), 1an (recessive model) va dugc udc tinh
bang chi s6 OR (odds ratio) véi khoang tin cay
95%. Cac kiém dinh dugc coi 1a ¢6 y nghia thong
ké khi gia tri p<0,05.

Vin dé dao dirc trong nghién ciru y sinh hoc

Cong trinh nay da dugc Hoi dong dao dirc trong
nghién ctru y sinh hoc cua Vién Nghién ciru hé Gen
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thong qua va dong ¥ cho phép tiéq hanh léy,mﬁu,
nghién cuu trén nguoi theo quyét dinh so 01-
2017/NCHG-HDDD.

KET QUA

Xic dinh kiéu gen da hinh SLC17A1 rs1165196

Vung trinh ty dich cha da hinh SLCI1741
rs1165196 duoc khuéch dai béng PCR, st dung cap
mdi dic hiéu SLC17A1-F va SLC17A1-R. Két qua
dién di cho thdy bang sin phdm PCR sang 1 va co
kich thudc ding du doan (Hinh 1).

San pham PCR dugc cit bing enzyme TspRI.

M 1 2

Két qua dién di san phim cit cia mot sé miu dai
dién cho thay: & cac giéng 1,2, 3,7, 8,10, 11, 13 va
14 ¢6 1 bang DNA duy nhit (470 bp) twong ting véi
kiéu gen AA; cac giéng 4,5,6,9,12 va 15 xuét hién
3 bang DNA (470, 317, 153 bp) twong tmg véi kiéu
gen di hop AG va & giéng 16 cho 2 bang DNA (317,
153 bp) twong g vai kiéu gen GG (Hinh 2).

Két qua xac dinh kiéu gen va tan s6 allele cua da
hinh 151165196 cua 520 mau nghién ciru duoc thong
ké & bang 2. Phan tich théng ké cho thay sy phan bd
kiéu gen cta da hinh rs1165196 (A>G) tudn theo dinh
luét can bﬁng HWE trén ca nhém bénh, nhém chirng
va trén toan bo dbi twong nghién ciru (p>0,05).

3 4 5 N

470 bp

Hinh 1. San phdm PCR. M: Marker 1kb; 1-5: san pham khuéch dai PCR; N: déi chirng am.
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Hinh 2. Dai dién mét s6 san phdm PCR cét bang enzyme TspRI. M: Marker 1kb; 1-8: S&n pham cat cac miu bénh; 9-16:
San pham cét cac mAu déi chivng. Giéng 1,2,3,7,8,10,11,13,14: Kidu gen AA: Giéng 4,5,6,9,12,15: Kidu gen AG; Giéng 16:

Kiéu gen GG.

Bang 2. Bang théng ké kiéu gen va tan sé allele da hinh rs1165196.

Kiéu gen Tan sé allele
Gia tri p HWE
AA AG GG A G
Nhém chirng 189 144 18 0,744 0,256 0,155237 +
Nhém bénh 106 57 6 0,796 0,204 0,621463 +
Téng s6 295 201 24 0,761 0,239 0,161899 +

Ghi chi: HWE: Can bang Hardy-Weinberg; “+”: Tuén theo dinh luéat can bang Hardy-Weinberg.

Dbi chiéu két qua thdng ké nay véi dit lidu vé da
hinh rs1165196 ciia 11 quan thé khac nhau trong du
an HapMap qudc té cho thdy sy phan b kiéu gen
cia rs1165196 & quan thé ngudi Viét cé su tuong
ddng gan nhat v6i quan thé nguoi Han & Béc Kinh,

Trung Qudc. Tan sb allele hiém (allele G) ctia quan
thé nguoi Viét va Han tuong tmg 1a 0,239 va 0,232;
trong khi d6 ti 18 kiéu gen AA/AG/GG & 2 quan thé
twong Ung 1a 0,57/0,38/0,05 va 0,58/0,37/0,05. Ngoai
ra chung t6i ciing quan sat thdy: tan s6 allele G &
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quan thé nguoi Viét cao hon so voi cac quan thé co
nguodn goc chau Phi va cac quan thé c6 ngudn goc

Nguyén Thuy Duong et al.

DPong A con lai nhung thip hon so véi cac quan thé
c6 nguon goc Nam A, chau My va chau Au.

0,557

0,239 0,232

an sb allele G

T

0,092

0,08 0,078

0,042

L 0,00

CEU MEX MKK LWK YRI

VN CHB CHD JPT GIH TSI ASW

Hinh 3. So sanh tan sé kiéu gen allele G (minor allele) clia quan thé ngwdi Viét Nam trong nghién ctru véi cac quan thé
khac trén thé gioi (Ngudn: International HapMap Project). VN: Viét Nam; CHB: Han & Béc Kinh, Trung Qudc; CHD: Han &
Colorado, My; JPT: Nhat & Tokyo; GIH: Gujarati An Bd & Houston, Texas, Hoa Ky; TSI: Y & Toscani; CEU: Ngudn gbc Bac
Au va Tay Au & Utah, My; MEX: Mexico & Los Angeles, California, My; MKK: Maasai in Kinyawa, Kenya; LWK: Luhya &

Webuye, Kenya; YRI: Yoruba & Ibadan, Nigeria; ASW: Nguon goc chau Phi & Tay Nam nuwéc My.

Phén tich cic dic diém 1am sang & hai nhém bénh
va chirng

Su khac biét cua cac yéu té 1am sang trén ca hai
nhém d6i tugng nghién ciru da dugc danh gia. Két
qua cho thdy c6 sy khac biét giita hai nhom mic
bénh - dbi chimg & cac chi tiéu dinh lugng BMI, uric
acid va CRP dinh lugng (p<0,05 theo kiém dinh
Mann-Whitney). Gia tri trung binh cua cac chi tiéu
dinh lugng & nhom mic bénh déu cao hon so véi
nhom ddi chimg (Bang 3).

Bang 3. Dac diém lam sang clia hai nhém bénh va chirng.

Su khac biét dang ké nhit gitta hai nhém mic
bénh - dbi chimg vai gia tri p déu bang 0 dwgc quan
sat thay O hai chi sb ndng do uric acid va tinh trang
tang uric acid mau (hyperuricemia - dugc xac dinh
khi ndng d6 uric acid vuot qua ngudng 7 mg/dL &
nam va 6 mg/dL & nit). Nong d¢ uric acid trung binh
duoc thong ké & nhom méc bénh (9,28+1,81mg/dL)
cao hon so véi & nhém dbi ching (6,99+1,53
mg/dL). Ti 1é cac bénh nhén git méc tinh trang ting
uric acid mau la 92,3%, cao hon gﬁn 2 lan so voi
nhom déi ching 13 47,3%.

Dic diém lam sang Nhém chirng (n=351) Nhém bénh (n=169) Téng sé (n=520) Gia tri p
Tudi (nam) 53,4+10,03 51,6413,62 52,82+11,33 0,471 @
BMI 24,43+3,55 25,32+3,28 24,7435 0,001 @
Uric acid (mg/dL) 6,99+1,53 9,28+1,81 7,73£1,95 0,000 @
CRP (mg/dL) 3,8816,59 4,99+4,61 4,24+6,03 8x10°®
Tang uric acid mau n (%) 166 (47,3%) 156 (92,3%) 322 (62,1%) 0,000

Ghi chu: Gia tri cta bién lién tuc dwoc thé hién béng gia tri trung binh céng + dé léch chuén; BMI (Body Mass Index): Chi sé

A ().

khéi co thé; CRP (C-reactive protein): Protein phan tng C; n: S6 lwong cé thé, : p-value dwoc tinh béng kiém dinh Chi-
Square test: ?: p-value dwoc tinh bdng kiém dinh Mann-Whitney U.

Phin tich méi twong quan giita SLCI7AI
rs1165196 voi bénh gut

Két qua danh gia mdi lién quan giita ti 1¢ kiéu
gen va allele cua SLC1741 rs1165196 (A>G) véi
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bénh gut ¢ nguoi Viét Nam duogc trinh bay ¢ bang 4.
Gia trj p quan sat dugc khi phan tich mbi lién quan
giita ti 1¢ kiéu gen rs1165196 v&i git & 4 md hinh
cong gdp, troi, déng troi va lan lan luot 1a 0,152;
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0,056; 0,109 va 0,422 déu 16n hon 0,05 do d6 cac
phép kiém dinh khong c6 ¥ nghia thong ké. Nhu vy,
ti 18 kidu gen rs1165196 (AA/AG/GG) duoc xéc
dinh khong lién quan dén nguy co mic bénh git ¢
nhém ddi twong nghién ciru.

Ngoai ra, khi phan tich mbi twong quan giita
kiéu allele SLC1741 rs1165196 véi gut, gia tri p thu
duoc 1a 0,311. Do d6, kiéu allele cua rs1165196
(A>G) khong lién quan dén nguy co mic bénh gut &
nhém déi twong nghién ciru.

Bang 4. Phan tich méi lién hé gitra da hinh rs1165196 v&i bénh guit.

Kiéu gen Nhom chirng (n,%) Nhom bénh (n,%) OR 95% ClI Gia trip
rs1165196 (SLC17A1)

M®& hinh cdng goép p=0,152
AA 189 (53,8%) 106 (62,7%) 1,00

AG 144 (42,0%) 57 (33,7%) 0,706 0,479 — 1,040 0,078
GG 18 (4,2%) 6 (3,6%) 0,594 0,229 — 1,543 0,285
Mo hinh troi

AA 189 (53,8%) 106 (62,7%) 1,00

AG + GG 162 (46,2%) 63 (37,3%) 0,693 0,476 — 1,010 p=0,056
Mb hinh Ian

AA + AG 333 (95,8%) 163 (96,4%) 1,00

GG 18 (4,2%) 6 (3,6%) 0,681 0,265 — 1,748 p=0,422
Mb hinh déng trdi

AA + GG 207 (58,0%) 112 (65,3%) 1,00

AG 144 (42,0%) 57(33,7%) 0,732 0,499 — 1,073 p=0,109
Allele

A 522 (74,4%) 269 (79,6%) 1,00

G 180 (25,6%) 69 (20,4%) 0,744 0,543 — 1,02 p=0,311

Ghi cha: n (%): Sé lwong cé thé (phén trdm); OR: Ti s6 odds; 95% Cl: Khodng tin cdy 95%; p-value duoc tinh bang kiém

dinh Chi-Square va Fisher Exact.
BAN LUAN

Gut 1a dang viém khép phd bién ¢ Viét Nam
va trén thé gidi. Bénh co lién quan dén nhiéu yéu
td nguy co nhu st dung bia rugu, ma tiy, ché do
an nhidu dam, tinh trang béo phi, ting huyét ap
ting uric acid mau va ca cac yéu td di truyén
(Doherty 2009). Giéng vdi két qua cia cac nghién
cuu trude, nghién curu cua ching td6i dd chi ra
dugc su lién quan gitta cac chi s6 BMI, uric acid
va tinh trang tdng uric acid mau vo6i bénh gt
(Doherty 2009, Singh et al., 2011). Ngoai ra, su
lién quan cua chi sb CRP dinh lugng véi bénh gut
& quan thé nghién ctu cling dugc xac dinh
(p=8x10" ) O nhém méic bénh gia tri trung binh
cua chi s6 dc trung cho phan Ung viém cap nay
cao hon so v6i nhom ddi chirmg. Pidu nay co thé
dugc giai thich do cac bénh nhan gt dugc ldy
mAu trong tinh trang viém gut cip tinh, do dé s&
lam tang sy xuét hién cua céc chi thi protein dac
trung cho phan tng viém cap nhu CRP.

Gen SLCI17A41 ma hoa cho kénh protein NPT1,
12 mot thanh vién ciia ho protein van chuyén chat tan
(solute carrier family - SLC). NPT1 dugc biéu hién
trén mang té bao gan va trong cac ong luon gan o
than. Kénh protein nay tao diéu kién cho viéc van
chuyén phosphate v6 co vao té bao théng qua qua
trinh ddng van chuyén Na', dam bao can bing ndi
moéi dbi voi phosphate. O than, bang viée sit dung
cac ion CI' tao ra mét dong dién ap, NPT1 bom mot
loat cac anion hiru co bao gdm ca ion urate vao nuge
t1eu doéng va1 trd quan trong trong qua trinh bai tiét
uric acid ¢ ong luon gan (Tharada er al, 2010). Sy
xuit hién ciia da hinh rs1165196 (A>G) trén
SLC17A1 s€ lam tang kha nang van chuyén urate cua
NPT! ddng thoi lam giam thiéu ‘nguy co méc bénh
gut dang suy giam bai tiét & than (renal
underexcretion-RUE) & quan thé nguoi Nhat Ban
(p=0,031; OR=0,73; 95%CI: 0,54-0,97) (Chiba et
al., 2015). Cac nghién ciru cua Urano va Nakayama
cling trén quan thé ngudi Nhat Ban cho thay
1s1165196 lam gidm nguy co mic bénh dbi voi tat ca
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cac dang gt (OR<I) bao gdm ca gat dang RUE
(Nakayama et al, 2017, Urano et al, 2010). Mot
nghién ctru khac ciing chi ra rs1165196 ¢6 lién quan
chat ché va lam giam nguy co méc bénh git & quan
thé nguoi da tring & New Zealand (p=5,7x107;
OR=0,72; 95%CI: 0,64-0,82) (Hollis-Moffatt et al.,
2012). Tuy nhién, trong nghién ctru nay ching to6i
khong tim thay sy lién quan cua da hinh rs1165196
vl nguy co mac benh gut trén quan thé nguodi Viét
Nam cho miu ¢ tat ca cac md hinh phan tich
(p>0,05). Két qua nay giéng véi két qua cua mot sd
nghién ctru khac trén ngudi Han ¢ Trung Qubc va
ngudi gbec Nam Dao & New Zealand (Hollis-Moffatt
et al, 2012, Kang et al., 2016, Wan et al.,, 2015).
Nhu vay, c6 thé thiy sy khong dong nhit vé moi
tuong quan giita da hinh rs1165196 v&i nguy co mic
bénh ¢ cac nhom quﬁn thé thudc cac dan toc khac
nhau trén thé gioi. Didu nay c thé dugc giai thich
dua trén sy giong va khac vé ban chét di truyén, 16i
sdng hay cac yéu t&6 méi trudng.

KET LUAN

Trong nghién ctru nay, st dung phuong phap
PCR-RFLP chung t6i di xac dinh dwoc sy phan bo
phd bién ciia da hinh SLC1741 rs1165196 & quan thé
nguoi Viét voi ti 1¢ kiéu gen AA/AG/GG la
0,57/0,38/0,05. Cac phan tich thong ké dua trén dir
liéu kiéu gen - kiéu allele cia rs1165196 déu xdc
dinh da hinh nay khong lién quan dén nguy co méc
bénh gut. Nhu vay, nghién ctru cua chung t6i da
budc dau lam sang to ddc diém di truyén ciia da hinh
SLC1741 rs1165196 va mdi lién hé ctia n6 v6i bénh
gut & nguoi Viét Nam. Day sé 1a tién dé quan trong,
cung cdp dir lidu cho cac nghién ciru chuyén siu
khac v& mbi twong quan giira cac da hinh voi bénh
gut, giup trong viéc chdn doan sém bénh git & ngudi
Viét Nam. Dé khing dinh chic chin vé nhimng két
qué nay, chung toi sé tlep tuc mor rong cac nghién
clru voi ¢d mau 16n hon trén quan thé nguoi Viét
Nam séng & cac khu vuc khac.

Loi cdm on: Cong trinh duoc hoan thanh voi sy tai tror
tir dé tai khoa hoc cong nghé thugc cac hudng khoa hoc
cong nghé uu tién ccfp Vien Han lam Khoa hoc va
Céng nghé Viét Nam (Ma s6: VAST02.04/17-18).
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IN VIETNAMESE

Nguyen Thuy Duong'?, Nguyen Doan Tinh', Nguyen Tran Minh Thang', Nguyen Hai Ha"%, Nong Van Hai"

Institute of Genome Research, Vietham Academy of Science and Technology
’Graduate University of Science and Technology, Vietnam Academy of Science and Technology

’Pham Ngoc Thach University of Medicine

SUMMARY

Gout is a common form of inflammatory arthritis caused by urate crystals in a joint from high levels of

serum uric acid (SUA). The development of gout is not only triggered by environmental factors but also by
genetic variants of individuals. Previous studies demonstrated that the genetic association with gout risk varies
in different ethnic populations. The aim of this study was to assess the relationship between SLCI741
rs1165196 and gout. A total of 169 patients with gout and 351 age-matched healthy controls were recruited at
the Nguyen Trai hospital in Southern Vietnam for genomic DNA extraction. Genotypes of SLCI1741

rs1165196 were obtained using PCR-RFLP. Chi-Square test (XZ) was used to test whether allele distribution of

rs1165196 follows Hardy-Weinberg Equilibrium (HWE). Associations of the clinical characteristics between
gout patient and control groups were assessed using Mann-Whitney U. Chi-Square test or Fisher’s exact test
was used to check four models (additive, recessive, dominant, co-dominant) for association of rs1165196 with
gout. The results showed that SLC1741 rs1165196 was in accordance with HWE (p>0.05) and the genotype
frequencies of AA, AG and GG were 0.57, 0.38 and 0.05, respectively. The most differences between gout
patient and control groups were uric acid and hyperuricemia (p=0.000). Other clinical characteristics such as
BMI and CRP levels were also significantly different between gout patient and control groups (p<0.05).
However, there was no association of SLC1741 rs1165196 with the risk of gout in Vietnamese population
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(p>0.05). Further study with larger sample size should be implemented to confirm our results on the
association of SLC17A41 rs1165196 and gout in the Vietnamese population.

Keywords: Gout, SLC17A41, Vietnamese, rs1165196, PCR-RFLP
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