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DPANH GIA SU DA DANG DI TRUY EN CUA 50 GIONG PAU TUONG VIET NAM
CO PHAN UNG KHAC NHAU POI VOI BENH GI SAT BANG CHI THI SSR
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TOM T AT: SSR (trinht l3p lai don gian) la chi thi cho tinhda hinh cao van dinh, dugc ar dung ong
réi trong nghiéneu sr da cang di truyén cia thrc vat. Trong bai bao nay, ching téi trinh bay gua sir
dung 15 ¢p mdi SSRdé phan tich s da cang di truyén cia 50 gbng dau trong c6 plan ang khac nhau
véi bénh g sit vada xacdinh 14 ¢p mdi cho thiy da hinh. C6 81 aled& dugc khiéch dai, cac alentuoc
nhan fn voi mdi ciap mdi SSR daaiong 4-8. Hamuong thdng tinda hinh daatong tr 0,473 (Satt042)
dén 0,798 (Satt175). Trong 15 mdi SSR, 10 &p mdi ¢ biéu hién da hinh cao & ham kong théng
tin da hinh c6 gia trPIC> 0,7. Cac ding dau trong nghién ¢u dugc phan thanh hai nhém rétr nhém

| chi yéu gdm céac gbng min cam v6i bénh g sit,

nhém Il gm cac gbng khang bnh va trung gian.

Khoang cach di tru&m gita hai nhom la 29%. Thong tin nay la & dé lya chon cac gbng dau trong c6
kha ning chbng ¢ sit dé san XLﬁt ddng thyi ciing la @ s cho viéc lra chon gidng wi su khac bét di

truyén dé phuc vu chon tao giéng dau trong.

Tir khéa:Bénh g sit, chi thi SSR,da cang di truyén, gidn dau trong.

MO PAU

bau twong (Glycine maxL.) la mjt cay
cbng nghép ngin ngay,duoc thiin héa tr dau
tuong hoang di Glycine va Zucc & Béng A.
Pau trong la ndt trong 4 lai cay tdng chinh
(la mi, lba méc, ngd,dau twong) phat tén
rong khip trén cac chawt vi con la cay the
phdm c6 hgu qua kinh % lai d& trong. Sin pham
tir cAydau twong duoc sr dung ft da cang nhr
dung tuc tiép hat thé haic ché bién thanh
phdm, dapang nhu au dam trong khu phin an
hang ngay ga ngroi ciing nhr gia stc. Ngoai
ra, tong caydau trong con c6 tacwhg i tao
dat, gilp &ing ring st cac cay #ng khacbau
tuong duoc coi la cay #ng chén lueoc trong ©
ciu cay tbng nong nghlip ¢ nuéc ta. Tuy
nhién, véc sin xuit dau trong o Viét Nam con
gap nhiéu khé Khin do nfiing han cké vé giéng
khang [8nh vadiéu kién canh tac, pkong phap
chon gidng truyén thbng dra vao céac tinh ang
hinh thai va néngdt tuy don gian hon nhrng
c6 nhéu nhrgc diém nhr biéu hién kiéu hinh b
chi phbi bai méi truong, giaidoan sinh tréng,
phét trén cia cay va thm chi Wi tinh chi quan
cia chinh ngoi tién hanh thi ngléim, ©n nhiéu
thoi gian va cong &, nhrng hiéu gqua chon
gidng khong cao.

Ngay nay, chthi phan & dugc tng ding
rong rai nlhr mot céng @ hru hiéu trong nghién

ciu di truyn va cho phépianh gia mt sb
lwong I6n locus tai khdp hé gen @a nhiu loai
cay tiong [4, 11]. NHking thong tin ¢ s da
dang di truyén & mirc 46 DNA cé thé phat hén
duoc ar khac bét nho nhit giita cac ghng, diéu
nay gilp nhn cang nhing gibng quy, hém
trong cac 4p doan cay thng trong mbt cach
nhanh chéng va chinh xac.yKthuit DNA
fingerprintingdad dwoc &4p ding dé nhan dang va
phan bét giong & hon 30 lai cay tong khac
nhau nlr cam chanhitrus spp.),chui (Musa
spp.),lda my (Triticum spp.) dau tay... [3, 14].

Trong cac ch thi phan & nhu RFLP
(Restriction Fragment Length Polymorphism),
AFLP (Amplified Fragment Length
Polymorphism), RAPD (Random Amplified
Polymorphism DNA), ch thi SSR (Simple
Sequence Repeat) laicthi ddng toi cho da
hinh cao v&n dinh, duoc sr dung BNg rai va
hiéu qui trong nghién éu ciu tric di truygn,
nghién ¢u qué trinh én hoéa, lam réio thuin
cia it liéu tao gidbng. Trong nking rim gin
day, cac cong trinhusdung ch thi SSR trong
nghién &u tinhda cing di truyn caa caydau
twong [1, 5, 6, 7, 12, 15, 16], phan tich éa
dang aia cay hc nhiém kénh g sit, cay hc Vi
bénh héo xanh vi khin [8, 9, 10, 13144 duoc
cong 1.

Viéc nghién éu ar da cang di truyn tap
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doandau trong c6 pkin ung khac nhauwtdi véi
bénh g sit khdng chi cé y nglia trong véc bao
tdn cac gbng dau twong c6 kh ning khang
bénh ma con cé y ndgh quan tng trong cong
tac chon tao giong cé clat lwong cao. Trong
nghién ¢u nay, ch thi SSRduoc sr dung dé
nghién ¢u sr da cang di truyén va hp tiéu kin
DNA cua 50 gbngdau trong Viét Nam c6 phn
ttng khac nhautéi véi bénh g sit, cung ép
théng tin cho céng tacab tn va chn to
gidng dau twong.

PHUONG PHAP NGHIEN CUU

St dung 50 gbng dau twong Viét Nam do
Trung tdm Nghiénteu va Phat tén Dau db va
Vién Di truyen Néng nghép thuwc Vién Khoa
hoc Néng nghip Viét Nam cung &p lam \at
ligu nghién ¢u. Cac ghng dau twong da dugc

danh ¢ 1.

Hé s tuong ddng di truyn Jaccard va
pheong phdp UPGMA trong NTSYSpc phién
ban 2.1dwoc sr dung dé phan tichdanh gia s
da cang di truyén, théét 1ap sy d6 hinh cay va
phan tich ¢a d6 chinh. Hamwtong thong tinda
hinh (PIC - Polymorphic Information Content)
cho ndi locut ch thi SSRdugc tinh theo cong
thirc: PIC(>i) = 1 — Pij trong do, Pij 1a &n st
allen thr j ¢ locut SSR tir i [2].

KET QUA VA THAO LUAN
Pa dang di truyén 50 gibng dau tweng bing
chi thi SSR

Phan tich hinhinh di¢n di sin phim SSR
cua 15 @p moi (hinh 1A, 1B, 1C, 1D) cho&
gua 1a, trong 6 15 chi thi SSR & dung dé phéan

xacdinh tinh khang &nh va chia Iam 3 nhém co tich sr da ding di truyén cia 50 gbng dau

phan tng khac nhawdi véi bénh g sit: nhém
man am (khéng cé kh ning chbng chu) wi

bénh g sit bao @m 25 gbng: DT12, VX92,
VX93, V74, V79, DH4, CV, CV1DbK, CBD,

CB7, QHCB, LVG, TTHT, DBBT, DTBT, MT2,
HG1, HTPT, MD, DL, MH, ND, CLGL, HN;
nhom trung giamuoc xacdinh va moé 4 dua trén
thoi giant bénh va $ luong axm ha bao fr cé
trong mdt thuong ©Hn bao §m 12 gng: M103,

turong thi c6 14 chthi cho s da cing di truyén
giita cac ghng, riéng chthi Satt460 cho & qua
khéngda hinh.

Théng ké cac phadoan DNA duoc nhan
ban d& phat hin duoc 81 alendi 14 locut. $
alenda hinh ai mdi locut bién dong tir 4 dén 8
vadat trung binh 6 alen. Ghhj Satt489 cho&
luong alen nhiu nHit 1a 8 alen. Hamuong
théng tinda hinh @a cac chthi SSR bén dong

DT96, PHCB, PS, PT, NS, MT1, HG2, VK2,tir 0,473dén 0,798,dat trung binh 0,729 ¢ng
CT2, VK3, CT1 va nhém khangébh c6 kla  1). So sanhéi két qua nghién ¢u caa Tran Thi
nang cho 1ng sut teong doi cua cay @déi ap  Phrong Lién va nnk. (2004) [7] trén curdbi
lyc cza kEnh ¢ sit bao @m 13 gbng: Rppl, twong la caydau trong cé & sd PIC trung binh
Rpp2, Rpp3, Rpp4, DT2000, CBU8325, DT95la 0,6326, cho ty, két qua trong nghién ¢u
MTD65, CNB, PMTQ, HSP2, HSPHG, ZG.  nay cho & $ da cng trung binh PIC cacoh
Tach chét DNA téng & tr mam cia cac (0,729) va biénio daodong aia hé <6 da ding
giéng dau trong nghién ¢u theo plrong phap PIC gira cac chthi 1a twong doi hep (0,473 -
CTAB c6 @i tién. Kiém trado sach va ham 0,798). Kt qui nay thap hon so i nghién du
luong DNA hing do quang ph hip thy két hgp Cua Abe et al. (2003) [1] trérap doan 131
véi dién di trén gel agarose 0,8%d3khop PCR  9iong dau twong tr 14 nréc chau A (& s da
c6 thé tich 25 ul, bao &m dung dch dém PCR dang trung binh PIC = 0,782), nhg cao bon so
1X; 2,5 mM MgCh; 2 mM dNTPs; 200 nM véi nghién @¢u cia Narvel (,at al. (2000) [11]
doan mdi; 0,5 don vi Taq polymerase va 10 ng trén 74 gbng dau twong ¢ Bic My (¢ 6 da
DNA khuén. Pln ang PCR tirc hién trong dang trung binh PIC = 0,56).
may PCR - Thermal Cyclera® pham cia phan Céc gbng dau twong nghién 6u c6 B H
rng SSRduoc dién di trén gel polyacrylamide tuong ddng di truyn dga trén phan tich SSR
15%, geldwoc nhidm bac theo plrong thric  daodong tr 0,65dén 0,97 hay s khac bét di
hi¢n dai va chup anh. Cac Bng trén gelduoc truyén giira cac ghng 1a 3 - 35%. Nic da hinh
ma hoa & li¢u theo ing ma nly phan i quy cao trong ang Wi do bién dong di truyén giira
udc khdng c6 bngdanh $ 0, mau nao c6 bng  cac miu gidbng dau twong, ching © sr da cang
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di truyén ton tai & cac miu gibng dau twrong dong thip nhit (0,68) duoc xacdinh gira cac
nghién &u nhing khéng quadn. Hé s5 trong  gidng nhiém kénh g sit ddi véi cac gbng cé plan
ddng cao nht duoc phat hén gita DH4 va HG1 ng trung gian va khanggbh g sit. Tuy nhién,
(0,97). Mbi quan & nayduoc hd tro bang v @6 trén cung it nhém nhém kénh ¢ sit duoc biéu
hinh cay qua & qua phan tich nhém (hinh 2). hién trén béu d6 hinh cay, ding VK2 co phin
Gia tii trong dong cao cling © sy ton tai ddng  ung trung gian & bénh g sit nheng ki ¢é xu
chu chugn gen va traatéi nguwn gen va mic  huéng nghiéng & nhém nhém kénh g sit.

d6 chon loc & dau twong kha cao. Bl s tuong

A 200 bp

150 bp

B
M12 345 6789101112 13M4IS16171819202122 23242526272829 3031 3233343536 37383940 414243 44 45 46 4748 49 50

C
M 12345 6789100012 1B141516171819202122 232425262728 293031323334353637383940414243 44 45 46 4748 49 50

D

M 12 3 4 56 78 9 100112 13415161718 19202122 232425262728 293031323334353637383940414243 44 45 46 4748 49 50

Hinh 1.Cac alendi locus Satt009 (A), Sattl75 (B), Satt146 (C) S5 (D) @a 50 gbng dau
tuong. M: marker phanrt 1-50: cac gingdau twong.

Bang 1.Ham krgng théng tinda hinh (PIC) aa cac mi SSR khi phan tichdi 50 gidng dau trong

; Ham lrong thdng tin
STT SSR Rng SSR $ alen i hm% ® C‘;’
1 Satt005 (ATT) 7 0,770
2 Satt009 (ATT), 5 0,690
3 Sait042 (ATTy, 4 0,473
4 Sat_064 (ATY, 5 0,767
5 Sait146 (ATTy, 7 0,798
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6 Sct_187 (CT) 6 0,757
7 Satt150 (ATT) 5 0,686
8 Satt173 (AT T 5 0,767
9 Satt175 (AT T 7 0,798
10 Satt373 (ATTy, 6 0,753
11 Satt431 (AT 5 0,692
12 Satt489 (ATTH(GTT) 8 0,784
13 Satt557 (ATT)GAT 5 0,707
14 Satt567 (ATT), 6 0,757

81 0,729

Nhanh phy Il
Nhanh
thir hai
Nhanh phy |
Nhanh pl Il
Nhanh
thir nhat
Nhanh phy |
(I),71 IO,77

Hé s gibng nhau

Hinh 2.So0 d6 hinh cay ¢ méi quan k ciia 50 gbng dau twong ¢6 pln ing khac nhau
véi bénh g sat dua trén chthi phan & SSR

Phan tich ¢ @5 hinh cayo hinh 2 cho thy  sb trong dong daodong tr 0,802dén 0,975. Cac
cac gbng dau twong nghién ¢u duoc chia gibng thibc nhanh ph tht 2 bao §m HTDT,
thanh hai nhanh rét c6 khaing cach di truyn  MH, DTBT, CV1, LVG, HN, CBD, ND, V79,
la 29% (100% - 71%). Nhanhttmhit, bao @m V74, DT12, MD, MT2, CB7, VX92, TTHT va
cac gbng nhEm kénh g sit va mét gidng trung VK2, c6 k¢ b tuong dong tr 0,65 dén 0,95.
gian nhr VK2, c6 tt¢ phan tép thanh hai nhanh Nhanh thr hai bao §m cac gdng khang Bnh
phu. Nhanh ph thir nhit gom 9 gbng DBBT, va cac ghng trung gian. Trong nhanh naying
DK, CLGL, DL, CV, QHCB, HG1, DH4 va c6 2 nhanh plt nhanh ph thir nhat gom céac
VX93 c6 khaing cach di trugn gin nhau, i hé  giéng khang Bnh Rppl, DT95, PMTQ, Rpp4,
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Rpp2, HSP2, DT2000, MTD65, Rpp3, HSPHGA4.

CNB, ZG va CBU8325 4i hé s5 twong dong
cao nfit daodong trong khéang 0,68 - 0,95;
nhanh ph thir 2 gom cac gbng cé plan ung
trung gianddi voi bénh ¢ sit: PHCB, PT,

M103, NS, PS, CT1, MT1, VK3, HG2, CT2 va

DT96 Wi hé s twong dong tir 0,75 - 0,95.

So d6 hinh 2 cho thy cac gbng dau twong
khac nhau & mit di truyén phan B theo ki
ning khang Bnh g sit. Nhu vay, ding gibng
nhue cac chi thi phén & khac, K thuat SSR cho
phép xaaiinh nhanh réi quan ¢ di truyén gitra
cac gbng tham gia thi nghin, diéu nay ft coy
nghia kinh £ trong vic chon to gibng cay
trong.

KET LUAN

Trong $ 15 ¢ip mdi SSRdugc dung trong
phan img PCR i DNA hé gen @a 50 gbngdau
twrong c6 pln ung khac nhaudi bénh g sit, c6
14 @p mdi biéu hién tinhda hinh.Da c6 81 alen
duoc nhan Bn, $ luong alenduoc nhan Bn aia
mdi cip mdi SSR daodong tr 4 dén 8. Ham
lugng théng tinda hinh daodong tr 0,473
(Satt042) ¢én 0,798 (Sattl75). Trong 15w
moi ¢6 10 @p mdi cho tinhda hinh cao it véi
ham trong théng tinda hinh trén 0,7.

Cac gbng dau trong nghién ¢u duoc phan
b6 thanh hai nhanh: Nhanh | baéng chi yéu
cac gbng min cam v6i bénh g sit, nhanh 1l c6
phan lon cac gbng khang bnh g sit. Khaang
cach di trugn gira hai nhanh la 29%. Nig
thong tin nay lam € ss cho vic tuyén chon
giong dau trong khang bBnh g sit phuc wu san
XUA, dong thoi cling la @ so cho vic lya chon
cap b5 me khac xa nhau d&mat di truyén phuc
vu cOng tac laigo gidng.
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ASSESSMENT OF GENETIC DIVERSITY OF 50 VIETNAMESE SOYBEAN
CULTIVARS WITH DIFFERENT RESPONSE TO RUTS BY SSR MA RKERS

Vu Thanh Tra®, Chu Hoang Mau', Tran Thi Phuong Lien?

MThai Nguyen University
@Institute of Biotechnology, VAST

SUMMARY

Simple Sequence Repeat (SSR) are the markers lofpgulymorphism and stability, which are widely
used and effective in studying the genetic diversftplants. In this paper we present results enuse of 15
SSR primer pairs to analyze the genetic diversitgsoybean cultivars having different responserust.

14 primer pairs showed polymorphisms. There weralkles have been amplified, amplified allelesath
SSR primer pairs ranged from 4 to 8. Polymorphforimation contents of used primers ranged from 8.47
(Satt042) to 0.798 (Sattl75). Among 15 SSR prinarsp 10 have high Polymorphic information content
(PIC = 0.7). The soybean cultivars were grouped into gnaups: Group | included, maily soybean cultivars
that are susceptible to rust, group Il consistedtipaust-resistant cultivars. Genetic distancemMeen the
two groups is 29%. This information could be usedte basis for selection of soybean cultivarsstast to
rust for soybean production, as well as the basishfe selection of soybean varieties with différganetic
background for soybean breeding.

Keywords: Glycine maxdendrogram, genetic diversity, ruBSR markers.
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