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§ÆC §IÓM CñA GIEN DREB1 PH¢N LËP Tõ GIèNG §ËU T¦¥NG §ÞA 
PH¦¥NG (Glycine max (L.) Merrill) XANH L¥ BA BÓ (B¾C K¹N) 

 
CHU HOµNG MËU 

§¹i häc Th¸i Nguyªn 

NGUYÔN Vò THANH THANH, NGUYÔN THÞ MINH HåNG 

Tr−êng §¹i häc Khoa häc - §¹i häc Th¸i Nguyªn 

HOµNG V¡N M¹NH 

ViÖn Khoa häc sù sèng - §¹i häc Th¸i Nguyªn 

Trong nh÷ng n¨m gÇn ®©y, h¹n h¸n x¶y ra 
th−êng xuyªn ®( t¸c ®éng xÊu ®Õn sù sinh 
tr−ëng, ph¸t triÓn, lµm gi¶m n¨ng suÊt vµ s¶n 
l−îng c©y trång trong ®ã cã ®Ëu t−¬ng. §Ëu 
t−¬ng lµ lo¹i c©y trång t−¬ng ®èi mÉn c¶m víi 
®iÒu kiÖn ngo¹i c¶nh vµ thuéc nhãm c©y chÞu 
h¹n kÐm, v× thÕ chän gièng ®Ëu t−¬ng chÞu h¹n 
vµ nghiªn cøu biÖn ph¸p n©ng cao kh¶ n¨ng chÞu 
h¹n cña c©y ®Ëu t−¬ng lµ vÊn ®Ò ®−îc nhiÒu 
ng−êi quan t©m nghiªn cøu. §Æc tÝnh chÞu h¹n 
cña c©y ®Ëu t−¬ng lµ tÝnh tr¹ng ®a gien vµ cho 
®Õn nay ng−êi ta ch−a x¸c ®Þnh ®−îc mét gien 
nµo ®ã cã vai trß chÝnh chi phèi tÝnh chÞu h¹n 
cña c©y ®Ëu t−¬ng. Nhãm gien m( ho¸ c¸c 
protein DREB- nh©n tè tham gia qu¸ tr×nh phiªn 
m( ®−îc cho lµ cã liªn quan ®Õn tÝnh chÞu h¹n 
cña thùc vËt. Wang vµ cs. (2006) ®( m« t¶ mèi 
quan hÖ gi÷a yÕu tè phiªn m( DREB vµ 
DRE/CRT liªn quan ®Õn sù biÓu hiÖn cña nhãm 
gien chÞu h¹n [9]. ë c©y Arabidopsis trªn c¬ së 
sù gièng nhau cña c¸c miÒn DNA-binding, 145 
nh©n tè phiªn m( ®( ®−îc chia thµnh n¨m nhãm: 
AP2 (14 gien), RAV (6 gien), DREB (cßn ®−îc 
gäi lµ CBF, 56 gien), ERF (cßn ®−îc gäi lµ 
EREBP, 65 gien) vµ nhãm gien kh¸c (4 gien) 
[6]. Li vµ cs. (2005) ®( ph©n lËp ba gien DREB 
(GmDREBa, GmDREBb vµ GmDREBc) tõ c©y 
®Ëu t−¬ng vµ cho r»ng mçi ph©n tö protein cña 
c¸c gien nµy chøa mét miÒn AP2 gåm 64 axit 
amin vµ thùc nghiÖm ®( chøng minh c¶ 3 
protein nµy ®Òu liªn quan ®Õn sù mÊt n−íc vµ 
®¸p øng sù mÊt n−íc cña tÕ bµo [5]. C¸c protein 
GmDREBa vµ GmDREBb trong l¸ ®Ëu t−¬ng 
®−îc tæng hîp bëi t¸c ®éng cña muèi, h¹n h¸n, 
vµ l¹nh. Chen vµ cs (2007) ®( ph©n lËp gien 

GmDREB2 tõ ®Ëu t−¬ng vµ dùa trªn sù gièng 
nhau vÒ miÒn AP2, gien GmDREB2 xÕp vµo 
ph©n hä A5 trong nhãm gien DREB, víi chøc 
n¨ng kÝch ho¹t sù phiªn m( cña gien GmDREB2 
lµ c¬ së quan träng vµ h÷u Ých cho viÖc c¶i tiÕn 
kh¶ n¨ng chÞu h¹n cña c©y [3]. N¨m 2008, Tsui-
Hung Phang vµ cs ®( tæng kÕt ph©n hä DREB ë 
®Ëu t−¬ng bao gåm c¸c gien biÓu hiÖn kh«ng 
phô thuéc vµo ABA, ®ã lµ GmDREBa, 
GmDREBb, GmDREBc, GmDREB1, GmDREB2, 
GmDREB3, GmDREB5, GmDREB6 vµ 
GmDREB7 [8]. Stolf-Moreira vµ cs. (2010) 
®( x¸c ®Þnh møc ®é biÓu hiÖn cña nh©n tè phiªn 
m( GmDREB1 vµ cña c¸c gien Gmgols, 
Gmpip1b, Gmereb vµ Gmdefensin cña c¸c kiÓu 
gien ®Ëu t−¬ng trong ®iÒu kiÖn h¹n h¸n [7].  

Nhãm DREB cã tr×nh tù cis: DRY vµ 
A/GCCGAC, hai nhãm nh©n tè khëi ®Çu phiªn 
m( DREB1 vµ DREB2 b¸m ®Æc hiÖu vµo tr×nh 
tù DRY. Nhãm DREB1 ®iÒu khiÓn tÝnh chÞu h¹n, 
mÆn vµ l¹nh trong khi nhãm DREB2 chØ ®iÒu 
khiÓn tÝnh chÞu h¹n. N¨m 2009, nhãm t¸c gi¶ 
Charlson vµ cs. ®( nghiªn cøu ph©n lËp gien 
DREB1 ë ®Ëu t−¬ng tõ ADN víi m( sè 
FJ965342 cã kÝch th−íc 705 bp [1]. N¨m 2004, 
Chen vµ cs. ®( ph©n lËp gien DREB1 ë ®Ëu 
t−¬ng tõ mARN vµ ®¨ng ký trªn ng©n hµng gien 
NCBI víi m( sè AY802779, chiÒu dµi cña gien 
vïng m( hãa axit amin còng dµi 705 bp [2]. 
Trong nghiªn cøu nµy, chóng t«i tr×nh bµy kÕt 
qu¶ khuÕch ®¹i gien DREB1 b»ng ph¶n øng 
PCR víi cÆp måi ®−îc thiÕt kÕ ®Æc hiÖu lµ 
DREB1soyF/DREB1soyR tõ ADN hÖ gien cña 
gièng ®Ëu t−¬ng xanh l¬ Ba BÓ (B¾c K¹n), t¸ch 
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dßng vµ x¸c ®Þnh tr×nh tù gien nµy, lµm c¬ së 
t¹o ®ét biÕn ®Þnh h−íng gien DREB1 phôc vô 
chuyÓn gien nh»m n©ng cao kh¶ n¨ng chÞu h¹n 
cña c©y ®Ëu t−¬ng.  

I. PH¦¥NG PH¸P NGHI£N CøU 

Sö dông h¹t cña gièng ®Ëu t−¬ng ®Þa ph−¬ng 
xanh l¬ Ba BÓ (B¾c K¹n) (ký hiÖu lµ XBB) do 
ViÖn nghiªn cøu Ng« §an Ph−îng cung cÊp 
n¨m 2009 lµm vËt liÖu nghiªn cøu. 

T¸ch chiÕt ADN tæng sè theo Gawel vµ 
Jarret (1991) [4], nh©n gien DREB1 b»ng kü 
thuËt PCR víi cÆp måi 
DREB1soyF/DREB1soyR ®−îc thiÕt kÕ dùa trªn 
tr×nh tù cña hai gien mang m( sè AY802779 vµ 
FJ965342 trªn Ng©n hµng Gien quèc tÕ (NCBI). 
Tr×nh tù cÆp måi lµ:  

DREB1soyF: 5’-GGA TCC ATG TTT ACC 
TTG AAT C-3’; 

DREB1soyR: 5’-GAA TTC TTA AAT TGA 
GAA ATT CCA-3’. 

S¶n phÈm PCR ®−îc ®iÖn di kiÓm tra trªn 
gel agarose 1,0% trong ®Öm TAE 1X víi sù cã 
mÆt cña marker chuÈn, nhuém b¶n gel trong 
ethydium bromide vµ soi d−íi ¸nh ®Ìn cùc tÝm. 
S¶n phÈm PCR ®−îc tinh s¹ch (th«i gel) b»ng bé 
kÝt AccuPrep PCR Purification (Bioneer-Hµn 
Quèc). S¶n phÈm sau khi tinh s¹ch sÏ ®−îc g¾n 
trùc tiÕp vµo vector t¸ch dßng pBT vµ sau ®ã 
biÕn n¹p vµo tÕ bµo kh¶ biÕn E. coli chñng 
DH5α. Sau khi kiÓm tra s¶n phÈm chän dßng 
b»ng ph¶n øng clony-PCR, plasmit ®−îc t¸ch 
b»ng bé Kit AccuPrep Plasmid mini Extraction.  

Tr×nh tù nucleotit cña gien DREB1 ®−îc x¸c 
®Þnh trªn m¸y ®äc tr×nh tù nucleotit tù ®éng 
3130 Gienetic Analyzers - USA/Japan. Sö dông 
bé hãa chÊt chuÈn Big Dye eterminator V3.15x 
Seq Buffer; POP - 7TM polymer for 3130/3130 
xl Gienetic Analyzers; Buffer (10x) with EDTA; 
Big Dye V3.1 Kit. Sö dông bé kÝt tinh s¹ch s¶n 
phÈm gi¶i tr×nh tù Big Dye eterminator Kit. 

II. KÕT QU¶ Vµ TH¶O LUËN 

1. KÕt qu¶ nh©n gien DREB1 ë gièng ®Ëu 
t−¬ng ®Þa ph−¬ng XBB (B¾c K¹n) 

Sö dông ADN hÖ gien lµm khu«n ®Ó nh©n 
gien DREB1 b»ng PCR víi cÆp måi 

DREB1soyF/ DREB1soyR, víi c¸c ®iÒu kiÖn 
kh¸c nhau vµ nhËn thÊy r»ng ph¶n øng PCR x¶y 
ra tèi −u trong ®iÒu kiÖn nhiÖt ®é g¾n måi lµ 
51oC. Sau 30 chu kú ph¶n øng, s¶n phÈm PCR 
®−îc kiÓm tra b»ng ®iÖn di trªn gel agarose 
1,0%. KÕt qu¶ ®iÖn di ë h×nh 1 cho thÊy, ®( nhËn 
®−îc mét ®o¹n ADN ®Æc hiÖu cã kÝch th−íc 
kho¶ng 717 bp, hµm l−îng cña s¶n phÈm ®ñ lín 
®Ó thùc hiÖn cho c¸c nghiªn cøu tiÕp theo. §é 
dµi cña ®o¹n ADN võa nh©n ®−îc còng phï hîp 
víi lý thuyÕt khi chóng t«i thiÕt kÕ måi. 

 

 

 

 

 

 

 
 

 

H×nh 1. H×nh ¶nh ®iÖn di s¶n phÈm nh©n gien 
DREB1. M: marker 1 kb. 

 
Trong khi thiÕt kÕ måi ®Æc hiÖu ®Ó nh©n 

gien DREB1 ë ®Ëu t−¬ng, ngoµi phÇn ®Æc hiÖu 
chóng t«i cã bæ sung 6 nucleotit ë c¶ 2 ®Çu cña 
måi xu«i vµ måi ng−îc chøa ®iÓm c¾t cña enzim 
giíi h¹n. V× vËy, khi nh©n gien DREB1 ë gièng 
®Ëu t−¬ng nghiªn cøu, s¶n phÈm PCR sÏ dµi 
kho¶ng 717 bp cßn gien DREB1 trªn NCBI cã 
kÝch th−íc 705 bp. L−îng ADN ®−îc nh©n lªn 
nhê ph¶n øng PCR ®ñ ®Ó thùc hiÖn c¸c nghiªn 
cøu tiÕp theo. 

2. KÕt qu¶ t¸ch dßng gien DREB1 ë gièng 
®Ëu t−¬ng ®Þa ph−¬ng XBB (B¾c K¹n) 

S¶n phÈm PCR sau khi ®−îc tinh s¹ch ®−îc 
g¾n vµo vector t¸ch dßng pBT nhê enzim nèi T4 
ligaza. Hçn hîp ®−îc ñ ë 22oC trong 1h cho 
ph¶n øng x¶y ra hoµn toµn, sau ®ã ®−îc biÕn 
n¹p vµo tÕ bµo kh¶ biÕn chñng E. coli chñng 
DH5α vµ ®−îc cÊy tr¶i trªn m«i tr−êng LB ®Æc 
(pepton, cao nÊm men, NaCl, agarose) cã bæ 
sung kh¸ng sinh carbenicillin (50 µg/ml), X-gal 
(40 mg/l) vµ IPTG (100 µM). ñ ®Üa ë 37oC trong 
16 giê. KÕt qu¶ thu ®−îc cã c¶ khuÈn l¹c mµu 
xanh vµ mµu tr¾ng (h×nh 2).  

 

M       1       2  

←717 bp 750 bp→ 



 76 

Chän c¸c khuÈn l¹c tr¾ng nu«i trong m«i 
tr−êng LB láng cã kh¸ng sinh carbenicillin víi 
nång ®é 50 µg/ml, tèc ®é l¾c 200 vßng/phót ë 
37oC qua ®ªm. TÕ bµo t¸i tæ hîp ®−îc thu l¹i 
b»ng c¸ch ly t©m vµ t¸ch chiÕt plasmit t¸i tæ hîp. 
Sau ®ã kiÓm tra s¶n phÈm ADN plasmit b»ng 
enzim giíi h¹n BamHI vµ ®iÖn di kiÓm tra trªn 
gel agarose 1%. KÕt qu¶ t¸ch dßng gien DREB1 
vµ c¾t kiÓm tra b»ng enzim giíi h¹n BamHI 

®−îc tr×nh bµy ë h×nh 3. KÕt qu¶ ®iÖn di ë h×nh 
3 cho thÊy, b¨ng 2700 bp lµ b¨ng cña vector 
pBT, cßn b¨ng 717 bp lµ b¨ng cña gien DREB1. 
S¶n phÈm t¸ch plasmit s¹ch, ®óng kÝch th−íc, 
®¶m b¶o chÊt l−îng vµ sè l−îng phôc vô cho 
viÖc x¸c ®Þnh tr×nh tù nucleotit. §Ó kh¼ng ®Þnh 
chÝnh x¸c b¨ng 717 bp lµ gien DREB1 chóng t«i 
tiÕp tôc ®äc tr×nh tù gien nµy. 

 

 

 

 

 

 

 

 

 

  

 
H×nh 2. §Üa nu«i cÊy dßng tÕ bµo kh¶ biÕn E. 

coli chñng DH5α chøa vector t¸i tæ hîp mang 
gien DREB1 

H×nh 3. KÕt qu¶ ®iÖn di s¶n phÈm plasmit 
mang gien DREB1 gièng ®Ëu t−¬ng XBB c¾t 
b»ng BamHI. M: marker 1 kb. 

 
3. KÕt qu¶ x¸c ®Þnh vµ so s¸nh tr×nh tù 

nucleotit cña gien DREB1 

§Ó x¸c ®Þnh chÝnh x¸c tr×nh tù nucleotit cña 
gien DREB1 ®( ®−îc t¸ch dßng, chóng t«i tiÕn 
hµnh ®äc tr×nh tù nucleotit trªn m¸y ®äc tr×nh tù 
nucleotit tù ®éng ABI PRISM@ 3100 Advant 
Gienetic Analyzer. KÕt qu¶ ®−îc xö lÝ b»ng 
phÇn mÒm BioEdit vµ so s¸nh tr×nh tù nµy trong 

BLAST cña ng©n hµng NCBI cho thÊy, tr×nh tù 
gien DREB1 mµ chóng t«i ph©n lËp cã ®é t−¬ng 
®ång cao víi tr×nh tù gien DREB1 trªn NCBI.  

Chóng t«i tiÕn hµnh so s¸nh tr×nh tù 
nucleotit cña gien DREB1 ph©n lËp tõ gièng ®Ëu 
t−¬ng XBB víi 2 tr×nh tù nucleotit trªn NCBI cã 
m( sè AY802779 vµ FJ965342. Møc ®é t−¬ng 
®ång vÒ tr×nh tù nucleotit ®−îc thÓ hiÖn ë h×nh 4. 

 
              ....|....| ....|....| ....|....| ....|....| ....|....|  

                      10         20         30         40         50              

AY802779     ------ATGT TTACCTTGAA TCATTCTTCT GATTTGTACC ATGTTTCCCC  

FJ965342     ------ATGT TTACCTTGAA TCATTCTTCT GATTTGTACC ATGTTTCCCC  

XBB          GGATCCATGT TTACCTTGAA TCATTCTTCT GATTTGTACC ATGTTTCCCC  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                      60         70         80         90        100             

AY802779     TGAGCTCTCA TCTTCCTTGG ACACATCCTC GCCGGCTTCG GAGGGCTCTC  

FJ965342     TGAGCTCTCA TCTTCCTTGG ACACATCCTC GCCGGCTTCG GAGGGCTCTC  

XBB          TGAGCTCTCA TCTTCCTTGG ACACATCCTC GCCGGCTTCG GAGGGCTCTC  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     110        120        130        140        150         

AY802779     GTGGCGTGGC ATTTTCCGAC GAGGAGGTGC GGCTGGCGGT GAGGCACCCG  

FJ965342     GTGGCGTGGC ATTTTCCGAC GAGGAGGTGC GGCTGGCGGT GAGGCACCCG  

XBB          GTGGCGTGGC ATTTTCCGAC GAGGAGGTGC GGCTGGCGGT GAGGCACCCG  

 

M            1          2 

←2700 bp 

←717 bp 750 bp→ 
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             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     160        170        180        190        200         

AY802779     AAGAAGCGGG CAGGTCGGAA GAAGTTCCGG GAGACGCGCC ACCCGGTGTA  

FJ965342     AAGAAGCGGG CAGGTCGGAA GAAGTTCCGG GAGACGCGCC ACCCGGTGTA  

XBB          AAGAAGCGGG CAGGTCGGAA GAAGTTCCGG GAGACGCGCC GCCCGGTGTA  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     210        220        230        240        250         

AY802779     CCGGGGGGTG AGGAGGAGGA ACTCGGATAA GTGGGTGTGT GAGGTGAGGG  

FJ965342     CCGGGGGGTG AGGAGGAGGA ACTCGGATAA GTGGGTGTGT GAGGTGAGGG  

XBB          CCGGGGGGTG AGGAGGAGGA ACTCGGATAA GTGGGTGTGT GAGGTGAGGG  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     260        270        280        290        300         

AY802779     AGCCCAACAA GAAGACCAGG ATTTGGCTGG GGACTTTCCC CACGCCGGAG  

FJ965342     AGCCCAACAA GAAGACCAGG ATTTGGCTGG GGACTTTCCC CACGCCGGAG  

XBB          AGCCCAACAA GAAGACCAGG ATTTGGCTGG GGACTTTCCC CACGCCGGAG  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     310        320        330        340        350         

AY802779     ATGGCGGCTC GGGCGCACGA CGTGGCGGCA ATGGCCCTGA GGGGCCGGTA  

FJ965342     ATGGCGGCTC GGGCGCACGA CGTGGCGGCA ATGGCCCTGA GGGGCCGGTA  

XBB          ATGGCGGCTC GGGCGCACGA CGTGGCGGCA ATGGCCCTGA GGGGCCGGTA  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     360        370        380        390        400         

AY802779     TGCCTGTCTA AACTTTGCTG ACTCGGCCTG GCGGTTACCT GTTCCCGCCA  

FJ965342     TGCCTGTCTA AACTTTGCTG ACTCGGCCTG GCGGTTACCT GTTCCCGCCA  

XBB          TGCCTGTCTA AACTTTGCTG ACTCGGCCTG GCGGTTACCT GTTCCCGCCA  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

AY802779     CGGCCGAGGC AAAGGATATA CAGAAGGCAG CAGCAGAAGC TGCCCAGGCT  

FJ965342     CGGCCGAGGC AAAGGATATA CAGAAGGCAG CAGCAGAAGC TGCCCAGGCT  

XBB          CGGCCGAGGC AAAGGATATA CAGAAGGCAG CAGCAGAAGC TGCCCAGGCT  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     460        470        480        490        500         

AY802779     TTCAGACCAG ATCAAACCTT AAAAAATGCT AATACAAGGC AGGAGTGTGT  

FJ965342     TTCAGACCAG ATCAAACCTT AAAAAATGCT AATACAAGGC AGGAGTGTGT  

XBB          TTCAGACCAG ATCAAACCTT AAAAAATGCT AATACAAGGC AGGAGTGTGT  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     510        520        530        540        550         

AY802779     GGAGGCGGTG GCGGTGGCGG TGGCGGACAC AACAACGGCC ACGGCACAAG  

FJ965342     GGAGGCGGTG GCGGTGGCGG TGGCGGAGAC AACAACGGCG ACGGCACAAG  

XBB          GGAGGCGGTG GCGGTGGCGG TGGCGGAGAC AGCAACGGCG ACGGCACAAG  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     560        570        580        590        600         

AY802779     GGGTGTTTTA TATGGAGGAA GAAGAGCAGG TGTTGGATAT GCCTGAGTTG  

FJ965342     GGGTGTTTTA TATGGAGGAA GAAGAGCAGG TGTTGGATAT GCCTGAGTTG  

XBB          GGGTGTTTTA TATGGAGGAA GAAGAGCAGG TGTTGGATAT GCCTGAGTTG  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     610        620        630        640        650         

AY802779     CTTAGGAATA TGGTGCTCAT GTCCCCAACA CATTGCTTAG GGTATGAGTA  

FJ965342     CTTAGGAATA TGGTGCTCAT GTCCCCAACA CATTGCTTAG GGTATGAGTA  

XBB          CTTAGGAATG TGGTGCTCAT GTCCCCAACA CATTGCTTAG GGTATGAGTA  

             ....|....| ....|....| ....|....| ....|....| ....|....|  

                     660        670        680        690        700         

AY802779     TGAAGATGCT GACTTGGATG CCCAAGATGC TGAGGTGTCA CTATGGAATT  

FJ965342     TGAAGATGCT GACTTGGATG CCCAAGATGC TGAGGTGTCA CTATGGAATT  

XBB          TGAAGATGCT GACTTGGATG CCCAAGATGC TGAGGTGTCA CTATGGAATT  

             ....|....| ....|.. 

                     710         

AY802779     TCTCAATTTA A------ 

FJ965342     TCTCAATTTA A------ 

XBB          TCTCAATTTA AGAATTC 

H×nh 4. So s¸nh tr×nh tù nucleotit cña gien 
DREB1 ë gièng ®Ëu t−¬ng XBB víi tr×nh tù 
®( c«ng bè AY802779, FJ965342 trªn NCBI  
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B¶ng 1 

Møc ®é t−¬ng ®ång tr×nh tù nucleotit cña 
gien DREB1 ë gièng ®Ëu t−¬ng XBB víi tr×nh 

tù ®· c«ng bè AY802779, FJ965342 

  AY802779 FJ965342 XBB 
AY802779 100 99,7 97,6 
FJ965342  100 97,9 

XBB   100 
 
Tr×nh tù nucleotit cña gien DREB1 ë gièng 

®Ëu t−¬ng XBB cã møc ®é t−¬ng ®ång víi tr×nh

tù nucleotit cña gièng ®( c«ng bè víi m( sè 
AY802779, FJ965342 lÇn l−ît lµ 97,6% vµ 
97,9% (b¶ng 1). So s¸nh thÊy cã 5 vÞ trÝ sai kh¸c 
vÒ tr×nh tù nucleotit cña gièng ®Ëu t−¬ng XBB 
víi AY802779, FJ965342 ë c¸c vÞ trÝ 191, 528, 
532, 540 vµ 610 (trõ 6 nucleotit ë ®Çu 5’ vµ 6 
nucleotit ë ®Çu 3’ do khi thiÕt kÕ måi bæ sung 
®iÓm c¾t cña enzim giíi h¹n).  

So s¸nh tr×nh tù axit amin trong protein cña 
gien DREB1 ë gièng ®Ëu t−¬ng XBB víi gièng 
®( c«ng bè víi m( sè AY802779, FJ965342 cho 
kÕt qu¶ ®−îc thÓ hiÖn ë h×nh 5. 

 
           ....|....| ....|....| ....|....| ....|....| ....|....|  

                    10         20         30         40         50              

AY802779   --MFTLNHSS DLYHVSPELS SSLDTSSPAS EGSRGVAFSD EEVRLAVRHP  

FJ965342   --MFTLNHSS DLYHVSPELS SSLDTSSPAS EGSRGVAFSD EEVRLAVRHP  

XBB        GSMFTLNHSS DLYHVSPELS SSLDTSSPAS EGSRGVAFSD EEVRLAVRHP  

           ....|....| ....|....| ....|....| ....|....| ....|....|  

                   60         70         80         90        100             

AY802779   KKRAGRKKFR ETRHPVYRGV RRRNSDKWVC EVREPNKKTR IWLGTFPTPE  

FJ965342   KKRAGRKKFR ETRHPVYRGV RRRNSDKWVC EVREPNKKTR IWLGTFPTPE  

XBB        KKRAGRKKFR ETRRPVYRGV RRRNSDKWVC EVREPNKKTR IWLGTFPTPE  

           ....|....| ....|....| ....|....| ....|....| ....|....|  

                   110        120        130        140        150         

AY802779   MAARAHDVAA MALRGRYACL NFADSAWRLP VPATAEAKDI QKAAAEAAQA  

FJ965342   MAARAHDVAA MALRGRYACL NFADSAWRLP VPATAEAKDI QKAAAEAAQA  

XBB        MAARAHDVAA MALRGRYACL NFADSAWRLP VPATAEAKDI QKAAAEAAQA  

           ....|....| ....|....| ....|....| ....|....| ....|....|  

                   160        170        180        190        200         

AY802779   FRPDQTLKNA NTRQECVEAV AVAVADTTTA TAQGVFYMEE EEQVLDMPEL  

FJ965342   FRPDQTLKNA NTRQECVEAV AVAVAETTTA TAQGVFYMEE EEQVLDMPEL  

XBB        FRPDQTLKNA NTRQECVEAV AVAVAETATA TAQGVFYMEE EEQVLDMPEL  

           ....|....| ....|....| ....|....| ....|... 

                   210        220        230             

AY802779   LRNMVLMSPT HCLGYEYEDA DLDAQDAEVS LWNFSI-- 

FJ965342   LRNMVLMSPT HCLGYEYEDA DLDAQDAEVS LWNFSI-- 

XBB        LRNVVLMSPT HCLGYEYEDA DLDAQDAEVS LWNFSIEF 
 

H×nh 5. So s¸nh tr×nh tù axit amin trong protein cña gien DREB1  
ë gièng ®Ëu t−¬ng XBB vµ AY802779, FJ965342 

 
B¶ng 2 

Møc ®é t−¬ng ®ång tr×nh tù axit amin cña 
protein DREB1 ë gièng ®Ëu t−¬ng XBB víi 
tr×nh tù ®· c«ng bè AY802779, FJ965342 

 AY802779 FJ965342 XBB 
AY802779 100,0 99,5 96,6 
FJ965342  100,0 97,0 

XBB   100,0 
 

KÕt qu¶ ph©n tÝch ë b¶ng 2 cho thÊy, gi÷a 
gièng ®Ëu t−¬ng XBB vµ 2 tr×nh tù ®( c«ng bè 

AY802779, FJ965342 cã ®é t−¬ng ®ång vÒ tr×nh 
tù axit amin trong protein DREB1 tõ 96,6% ®Õn 
97% víi 4 vÞ trÝ sai kh¸c lµ 64, 176, 178 vµ 204 
(trõ 2 axit amin ë ®Çu vµ 2 axit amin cuèi cïng 
m( hãa cho 6 nucleotit cña enzim giíi h¹n khi 
thiÕt kÕ måi ®( bæ sung). 

III. KÕT LUËN 

§( khuÕch ®¹i, chän dßng vµ ®äc tr×nh tù 
®−îc gien DREB1 cña gièng ®Ëu t−¬ng XBB 
(B¾c K¹n) víi kÝch lµ 717 bp. §é t−¬ng ®ång 
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gi÷a tr×nh tù gien DREB1 cña gièng ®Ëu t−¬ng 
XBB víi tr×nh tù nucleotit ®( c«ng bè víi m( sè 
AY802779, FJ965342 lÇn l−ît lµ 97,6% vµ 
97,9%. §é t−¬ng ®ång vÒ tr×nh tù amino acid 
trong protein DREB1 ë gièng ®Ëu t−¬ng XBB vµ 
2 tr×nh tù ®( c«ng bè AY802779, FJ965342 lÇn 
l−ît lµ 96,6%, 97%. 

Lêi c¶m ¬n: C«ng tr×nh ®−îc thùc hiÖn víi 
sù hç trî kinh phÝ cña ®Ò tµi thuéc Dù ¸n TRIG. 
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CHARACTERISTICS OF DREB1 GENE  ISOLATED FROM  LOCAL XANHLO-
BA BE (BAC KAN) SOYBEAN (Glycine max (L.) Merrill) CULTIVAR   

 

CHU HOANG MAU, NGUYEN VU THANH THANH,  
NGUYEN THI MINH HONG, HOANG VAN MANH 
 

SUMMARY 
 

Abiotic stresses such as cold, drought and high salinity are common adverse environmental conditions 
that seriously influence plant growth and crop productivity worldwide. Some transcription factors (TFs) have 
been isolated and verified recently to play roles under abiotic stresses. Among them, the TF of DREB 
(Dehydration responsive element binding) can therefore regulate the expression of many stress-inducible 
gienes in plants and play a critical role in improving abiotic stress tolerance of plants by interacting with 
specific cis-acting element named DRE/CRT, which is present in the promoter region of various abiotic stress-
related gienes. Li et al (2005) isolated three DREB homologue genes, GmDREBa, GmDREBb and GmDREBc 
from soybean and showed that each of the deduced proteins contains an AP2 domain of 64 amino acids. Chen 
et al (2007) isolated a novel DREB homologous gene, GmDREB2 from soybean. Based on its similarity with 
AP2 domains, they classified GmDREB2 into A-5 subgroup in DREB subfamily in AP2/EREBP family.  

In this study, we present some results on amplification of DREB1 gene from DNA isolated from soybean 
cultivar Xanhlo-Babe-Backan in Vietnam via PCR reaction using specific primers DREB1soyF/DREB1soyR, 
and cloning and sequencing this giene. This giene is 717 bp in length. The PCR products containing the 
DREB1 fragments were cloned into pBT and sequenced.  

Keywords: drought, giene, DREB1, soybean, PCR. 
Ngµy nhËn bµi: 14-10-2010 


