TAP CHI SINH HOC 2014, 36(1): 65-72
DOI: 10.15625/0866-7160/v36n1.4519
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TOM T AT: Rt it cong trinh nghiénu V@ hai mién & vang bén Viét Nam lién quandi thanh
phan loai, phan B va tiém ning sr dung, dic biét, chra c6 nghiéneu naod mirc d6 sinh e phan
tr. Cac ch thi phan & nhr gen ribosome 18S va 288 dugc lya chon dé phan tich s phét sinh
chang loai, phén lai va da dang sinh lpc cia hii mién. Trong nghiénia nay,doan DNA kich
thuéc 559-561 bp trén gen ribosome 18Sc phan 4p tr 6 mau hai mién Biemna variantia,
Niphatessp., Erylus sp., Mycale laevis, Dictyonella pelligeraa Hyrtios erectushu thip tai khu
bao tn bién Pao Con Co. Két qua phan tich trinhu nucleotide aa caadoan rDNA 18S cho thy 6
mau hai mién c6dé twong dong tr 88,2-96,8% vait 99,3-100% gia miu hai mién Wi trinh tr
thuoc loai trong ng da diang ky trén Ngan hang Gen éuit, dong thyi thé hién ar da hinh

nucleotide dgia cac loai nghiéniw voi 96 diém sai khéc.
Tir khoa Hai mién, ch thi phan &, rDNA 18S,dao Gon Go.

MO PAU

Nganh dong vat Than b (Porifera), hay
thuong @i la hai mién, la ndt trong nhirng loai
dong vat bién co s da cang cao [12]. Hi mién
ciing la nhom sinhat bién rat cé gia ti do chia
nhiéu hop chit méi mang céac hat tinh sinh fc
lién quan &i y-dugc nhr haat tinh khang sinh,
rc ché thin kinh hay mén dich, gim dau,

cac cthi thi sinh lc phan & (DNA markers)da
dugc st dung & cac mirc d6 khac nhauté tim
hiéu qué trinh phat sinh éhg laai, nghién ¢u
mdi quan 1§ trong va gira cac loai. Chthi phan
tir ¢4 c6 nhiu dong goép quan ding trong véc
phéat hén nhing loai noi, loai khd phan kit vé
hinh thai éng nhr lam sang & méi quan &
chang laai caa hai mién [11]. Nhin chung, c6 ba
nhém ch thi phén & nhe sau: i) trinh ¢ trén

khang u va khang virus [4]. Van et al. (2013}ibosome DNA: 18S, 28S, vungirthir nhit va

[12] d¢& ghi nfin khaing ton 8.400 loai Ai
mién, chia thanh 4 6p, trong d6, Ilop
Demospongiae (Sollas, 1885) laplda dcing
nhit, chiém t6i 80% £ loai hai mién dugc biét
cho ©i nay.

Phin Ion ke thbng phan lai hai mién dugc
xay drng dra vaodic diém hinh thai b khung
skeleton trén e sd cac cdng trinkdugc xuit ban
tr nhitng thé ky trudgc [6]. Tuy nhién, do &i
mién c6 du tric don gian nhng rt da dng,
tham chi ndt loai co tié c6 nhéu dang hinh thai
tiy theo méi trong $Hng, vi \ay, viéc dinh laai
theo hinh thai an gip nhiu kho khin. Gan day,
cac nha khoadt da két hop céacdic diém sinh
hoc khéac vao & théng phan lai hai mién nhr
dic diém sinh hc phan i, héa sinh... trongo,

the hai: ITS-1 va ITS-2 (internal transcribed
spacer) gia cac gen 18S; 5,8 S va 28S rRNA;
i) trinh tr DNA ty thé gdm gen COI
(cytochrome oxidase subunit 1) va toaé he
gen ti t va iii) trinh & cac gen di nha
(nuclear housekeeping genes) [8, 9].

Nhitng nghién ¢u vé hai mién & bién Viét
Nam con 4t it. Chodén nay, chicé mbt sd cong
trinh mo & vé thanh pAn loai hii mién khio sat
tai khu wic bién, dao thupc vinh Ha Long va
vinh Nha Trang [1-3]. Hooper et al. (2000) [5]
da xacdinh cé khang 161 loai hi mién ¢ bo
bién aia Viét Nam, trongdd, c6 106 loattugc
xac dinh tén khoa tc & mirc d6 loai. Dya trén
co Sy CAc tai IBu d& cong b tir nim 1952dén
nay, Thai Minh Quang (2013) [@4 thing ké
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téng ng 299 loai ki mién thwc 124 gbng,
65 hy, 18 b va 4 bp dugc ghi ntin c6 it tai
Viét Nam, chii yéu khao satd khu wre bién vinh
Ha Long va wnh Nha Trang. &p
Demospongiae chin 94% \bi 281 loai thiéc
46 hp, 12 W, trongdd 181 loaiduoc dinh tén
khoa e ¢ mac d6 loai [7].

Ving bién xung quanhbao Con Co (tinh
Quang Tri), v6i hé sinh thaidién hinh @a ving
bién nhiét dsi véi cac mn san hatugc danh gia
& mot trong nhitng ving c6 mc d6 da sinh lyc
cao @a Viét Nam. Trong nghiénu nay, 6 lodi
hai mién phan tichid dugc thu thip 6 khu wc
bién Pao Con Co, xacdinh thbc 6 gbdng (),
5 by va déu thusc Is5p Demospongiaeboan
DNA trén gen ribosome 188DNAL8S) cua 6
mau hai mién dugc phan 4p, xacdinh trinh tr
nucleotide va so sanhirmdoé da hinh.bay ding
la nghién @u dau tién \é sinh ke phan i dbi
v6i hai mién @i khu wre bién dao Con G va o
Viét Nam. Két qua nghién ¢u goép phn danh

gié da chng sinh kc ha| mién &i khu bién bao
Con Co va o o s dé dinh laai hai mién king
chi thi phan & tai Viét Nam.

VAT LI EU VA PHUONG PHAP NGHIEN CUU

M4&u hai mién nghién atru

Céac miu hai mién duoc thu thip sr dung ke
thiét bi lan SCUBAG do sau tr 5-8 m vao thang
5/2012 &i khu hio ton bén Pao Con @, tinh
Quang Ti. Cac nmau nghién Gu duoc céc
chuyén gia théc Vién Tai nguyén va MOoi
truong bén, Vién Hai duong hoc Nha Trang,
Vién Han lam Khoa ¢t va Coéng nghViét Nam
xac dinh tén khoa & dra vao phan tich hinh
thai; cac tiéu #n dugc luu giir tai Vién Hoa sinh
bién, Vién Han 1am KH & CN V&t Nam. Danh
sach cac Au nghién ¢u va ta do noi khao séat
thu miu duoc liét ké & bang 1. Cac riu duoc rra
sach Wi nuéc cit va bio quan trongda lanh trén
tau, sauté bio quan lau daiv -80°C.

Bang 1.Danh sach &u hai mién nghién ¢u va bado thu miu

STT Toado thu mau Tén va ky hu mau
1 17°09'07"N-107°19'35"E =~ Mycale laeviCC12),Erylus formolugCC48)
2 17°09'29"N-107°20'53"E =~ Biemnasp. (CC13)
3 17°09'04"N-107°20'39"E Hyrtios eretugCC34),Niphatessp. (CC46),

Dictyonella pelligera(CC40)

Phwrong phép tach chét DNA

Phrong phap tach chi DNA duogc tién
hanh theo Tran et al. (2013) [10]. &Huong
DNA téng $ dugc kiém tra king dién di trén
gel agarose 0,8%.

Phwong phap nha&n hin doan DNA dich va
xéacdinh trinh tw DNA

Nhan kin vang DNA dich trén 18S rDNA
bang ky thuit PCR \6i cap mbi thiét ké trén @
so trinh ir 18S rDNA @ia céc loai nghiénuu
da dugc dang ky trén ngan hang Gen &uté.
Thanh pHin phan tng PCR nlr sau:2 pl (ca.
10-20 ng) DNA éng £; 2,5 mM MgC}, 1 mM
dNTPs, 10 pmol @i mdi loai va 1 Unit Taq
DNA polymerase,dng thé tich 25pl. Chu ky
nhiét: 94°C/3 phat; 30 chusk(94°C/30 giay,
55°C/30 gidy va 72°C/1 phut); 72°C/8 phuinS
phdim PCR duoc dién di kiém tra trén gel
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agarose 1,5%, tintash st dung QIAquick PCR
Purification Kit (Qiagen, CHLBDbuc) va dugc
xac dinh trinh t hai chéu xudi/ngroc
(Macrogen Inc., Han Q).

Phan tich trinh tw

Céac trinh & doan DNA nghién &u dugc
phéan tich va seénh i cac trinh ¢ rDNA 18S
cia hai mién da coéng B trén ngan hang gen
qudc % (GenBank) Bng céng @ BLAST, xac
dinh mic do twong dong (%) king pHin mém
Lasergene 7.0 va DNAMAN 4.1.5 (Lynnon
BioSoft, Hoa K).

KET QUA VA THAO LUAN

Phén lap va xacdinh trinh tw doan DNA trén
gen ribosome 18S wa cac nhu hai mién
nghién aru

Dva vao © v dir liéu V8 trinh tr nucleotide
trén GenBank, #p mdi 18S-F (5-GGCAGC



Nghién dru trinh tr doan DNA chi thi

AGGCGCGCAAATTAC-3)/18S-R (5-AACT CCI12 CCI13 CC34 CC40 €C46 M CC48 ()
TTCGTTCTTGATTAAT G-3)) da duoc thiét
ké dic hiéu ¢ nhan lan doan DNA c6 kich
thuéc khaing 560 bp trén gen ribosome 18S
hai mién. Két qua kiém tra én phim PCR cho
thiy, cac ting DNA déu c6do dic hiéu va co
kich thréc khaing hon 500 bp, #ong tr nhu
tinh toan ly thugt (hinh 1). Nhr vay, cAcdoan
DNA dich trén gen ribosome 188ac6 miu hai
miéndaduoc nhan An thanh céng. Sau khi tinh
sach va xacdinh trinh tr nucleotide, cadoan

DNA nhan tin c6 kich thréc 559 bp hac 561 o . .
bp va c6dé tuong déng tr 88,2%dén 96,8% HINN 1 Ketqui dicn di sin phaim nhan bin doan
(bang 2). ’ rDNA 18S fr cac nau hai mién nghién ¢u

Bdng 2. Muc do tuong ddng (%) gira trinh tr nucleotide ¢éa cacdoan rDNA 18S phandp tir 6
mau hai mién nghién ¢u va céc trinhut tham ktio twongung

T;'ur,‘h 1 2 3 4 5 6 7 8 9 10 11 12
1 99,8

2

3 962 961 100

4 962 96,1

5 957 955 968 968 99,6

6 961 959 966 966

7 925 923 936 936 916 91, 100

8 925 923 936 93,6 916 91,9

9 932 930 953 953 939 939 934 93/ 99.6

10 936 934 957 957 943 943 934 934

11 889 889 900 900 89,8 898 90,7 907 893 89,3 99.3
12 882 882 893 893 891 891 90,0 900 886 88,6

Ghi chu: 1. Biemna variantiaC13; 2.Biemna variantiaKC901961; 3Dictyonella pelligeraCC40;
4. Dictyonella pelligeraGQ466057; 5Erylus sp. CC48; 6Erylus formosu«kC902118; 7Hyrtios
erectusCC34; 8 Hyrtios erectuKC902209; 9Mycale laevisCC12; 10 Mycale laevisHQ709350;
11.Niphates cf. erect&C902280; 12Niphatessp. CC46.

Phan tich trinh tw doan DNA nghién aru va 100%), diéu nay kking dinh sr phu hp
cac trinh ty twong wng trén Ngan hang Gen gita phan tich hinh thai va phan tichi ¢hi
quoc té (GenBank) phan & la trinh tr DNA trén gen ribosome 18S

Phan tich trinh u nucleotide aa doan (PaNg 2). Tong dng c6 96diem da hinh gira 6
rDNA 18S phan dp tr cac loai ki mien 8iong Erylus —Hyrtios, Mycale Biemna
nghién @u cho thy céc trinh & c6 do twong Niphatesva Dictyonella trong d6, co 2dot
ddng cao i trinh tr twong ﬁng qia cac loai bPien thém hdc bst nucleotide va 94i6t bien
hai mién d& duoc cong I trén Genbank (99,3- thay tre (hinh 2).
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Biemna variantia CC13
Biemna variantia RC901961
Dictyonella pelligera CC40
Dictyonella pelligera GQ466057
Erylus sp. CC48

Erylus formosus KC302118
Hyrtios erectus CC34
Hyrtios erectus KC902209
Mycale laevis CC12

Mycale laevis HQ709350
Niphates sp. CC46

Niphates cf. erecta RC902280

Biemna variantia CC13
Biemna variantia RC901961
Dictyonella pelligera CC40
Dictyonella pelligera GQ466057
Erylus sp. CC48

Erylus formosus RC902118
Hyrtios erectus CC34
Hyrtios erectus RC902209
Mycale laevis CC12

Mycale laevis HQ709350
Niphates sp. CC46

Niphates cf. erecta KC902280

Biemna variantia CC13
Biemna variantia RC901961
Dictyonella pelligera CC40
Dictyonella pelligera GQ466057
Erylus sp. CC48

Erylus formosus RC502118
Hyrtios erectus CC34
Hyrtios erectus KC302209
Mycale laevis CC12

Mycale laevis HQ709350
Niphates sp. CC46

Niphates cf. erecta RC502280

Biemna variantia CC13
Biemna variantia RC901961
Dictyonella pelligera CC40
Dictyonella pelligera GQ466057
Erylus sp. CC48

Erylus formosus RCS502118
Hyrtios erectus CC34
Hyrtios erectus RCS502209
Mycale laevis CC12

Mycale laevis HQ709350
Niphates sp. CC4é

Niphates cf. erecta RC902280

Biemna variantia CC13
Biemna variantia RCS01961
Dictycnella pelligera CC40
Dictycnella pelligera GQ466057
Erylus sp. CC48

Erylus formosus RC902118
Hyrtios erectus CC34
Hyrtios erectus RC902209
Mycale laevis CC12

Mycale laevis HQ709350
Niphates sp. CC46

Niphates cf. erecta RC902280

Biemna variantia CC13
Biemna variantia RC901961
Dictyonella pelligera CC40
Dictycnella pelligera GQ466057
Erylus sp. CC48

Erylus formosus RC902118
Hyrtios erectus CC34
Hyrtios erectus RC902209
Mycale laevis CC12

Mycale laevis HQ709350
Niphates sp. CC46

Niphates cf. erecta KC902280
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Hinh 2.Két qua phan tichia hinh trinht nucleotide aa caadoan rDNA 18S
phan fp tir cAc nau hii mién nghién 6u véi trinh wr tuonging
cong b trén GenBank (t&n loai va mé sinh tr kém theo)
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Bdng 3.Danh sach cac trinky tham khio trén ngdn hang GenBank

STT Tén loai M& & trén GenBank
1  Acanthella cavernosa KC902194
2 Acanthostrongylophora ingens DQ927318
3  Axinella rugosa KC902233
4  Biemna fistulosa FR819688
5 Biemna variantia KC901961
6  Corallistessp. AY737636
7  Dictyonella pelligera GQ466057
8  Erylus formosus KC902118
9  Hyrtios erectus KC902209
10 Mycale alagoana KC902177
11 Mycale laevis HQ709350
12  Neofibularia hartmani KC901997
13 Neophrissospongia microstylifera KC902026
14  Niphates cf. erecta KC902280
15 Niphatessp. DQ927312
16 Petrosiasp. DQY927320
17  Phakellia ventilabrum KC901915
18 Rhabdastrella globostellata KC902160
19 Sigmaxinellasp. KC902208
20  Stryphnus ponderosus KC902126
21 Thorectidaesp. KC902294
22  Topsentissp. KC902339

Déi vai gidng Mycalg da hinh trinh i cia
doan rDNA 18S r cac loaida cong b thusc
gidng nayduoc phin anho cacdiém sai khac
dic treng 6 mirc do gidng va nirc d6 loai khi so
sanh trinh rDNA 18S phanap dugc tir mau
Mycale laevifCC12) i 34 trinh tr tuong g
phan fp tr cac loai thdc gidng Mycale
(Genbank).boan trinh tr rDNA 18S phandp
tir mau Mycale laevis(CC12) va trinhit tuong
ung ¢ loadi Mycale alagoanacé sai kha@ vi tri
nucleotide 103 (T-C) sodv cac loai khac trong
gibng Mycale va cac ging khac. Trinhit cia
gibng Mycale c6 7 diém sai khaadic treng so
v6i cac gbng Erylus, Hyrtios, Biemna,
Niphates, Dictyoneliatai cac v tri 232, 249,
280, 407, 408, 422 va 511 (hinh 2). Xétdd
trong ddéng trinh tr nucleotide, riu Mycale
laevis (CC12) @n dii nhat voi loai Mycale
laevis HQ709350, i 2 diém dot bién thay tie
tai cac \ tri 272 (T-C) va 365 (T-C), trongo
dot bién thay tk ¢ vi tri 272 trong tr ¢
Mycale sp. (KC762712), vtri 365 trong tr &
giong Hyrtios va gbng Niphates Ngoai cac
diém da hinhdic treng theo tng gibng va loai,

cacdiém dot bién khac xdt hién & trinh wr cua
cac miu phan 4p duoc cho thy co sr da cing
sinh hpc aia loai ki mién theo vungtia ly phan
bd. Loai Hyrtios erectugCC34) c6 trinhit gen
18S phandp duoc trong ddng 100% so & cac
loai Hyrtios erectug KC902209),Hyrtios altus
(KC902007),Fasciospongiap. (KC901964) va
Thorectidae sp. (KC902294) trong cungoh
Thorectidae Tuong t, trinh & phan 4p tr loai
Dictyonella pelligera(CC40) trong ddng 100%
so Wi cac loadi Dictyonella pelligera
(GQ466057), Axinella rugosa (KC902233),
Acanthella cavernosgKC902194), Phakellia
ventilabrum (KC901915) trong cung ¢h
Dictyonellidag diéu nay cho thy, doan rDNA
18S nghién ¢u c6 d6 bao thi cao gira céac
giong thwbe ho nay. Céc loai thic gibng
Hyrtios c6 8diém sai khaatic trung so i cac
giong Erylus, Mycale, Biemna, Niphates,
Dictyoneliatai cac \i tri 74, 215, 229, 281, 296,
359, 412 va 443 (hinh 2)u®ng t, cac trinh
thuoc gibng Biemnacéd 7 diém sai khacdic
trung so i cacgiéng con hi ¢ vi tri 69, 229,
233, 317, 339, 392 va 39Brong 6 mu nghién
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cau, Erylussp. (CC48) vDictyonella pelligera
(CC40) c6do twong dong cao nht (96,8%).
Pong thyi hai miu nay ding codiém sai khac
dic trung thip nhit so \6i cac mhu con hi,
gibng Erylus c6 5diém ¢ vi tri 278, 301, 302,
310 va 362; ging Dictyoneliacé 2diém ¢ vi tri
72 va 226 (hinh 2)Trinh r cac loaiNiphates
sp. c6do tuong dong thip nhit vé trinh
rDNA 18S so i cac loai thidc 5 gbng Erylus,
Mycale, Biemna, Hyrtios, Dictyonelig88,2-

Caorallistes sp AY737636
MNeophrissospongia microstylifera KC902026

90,7%),véi 33 diém sai khaatic trung (tai cac

vi tri: 67, 74, 79, 104, 226, 228, 233, 248, 250,
251, 258, 263, 264, 287, 292, 296, 298, 301,
304, 313, 361, 368, 397, 399, 401 421, 422,
431, 434, 438, 469, 491 va 501) (hinh 2). Trinh
tu cAc miu thudc 4 gibng Dictyonella Erylus,
Hyrtios va Mycaledéu xuat hién dot bién mit 2
nucleotided vi tri 75 va 76 khi so sanhéwv
gibng Biemna (mét 2 nucleotide T)va gibng
Niphates(mit nucleotide G va T).

S\

Erylus formosus KC902113 > Geodiidae

L

5.7

4 2 0
MNucleotide Substitutions (x100)

Stryphnus ponderosus KC902126

Dictyonella pelligera CC40

Dictyonella pelligera GQ466057

Axinella rugosa KC902233

Phakellia ventilabrum KC801915

Acanthella cavernosa KC902194

Topsentia sp. KC902339

I'[ Mycale lagvis CC12

Mycale lagvis HQ709350

IMycale alagoana KC902177

‘ Thorectidae sp. KC902294

Hyrtios erectus CC34

7 l Hyrtios erectus KC902:209
MNiphates cf erecta KC302280
Miphates sp. CC46

~| ﬂ ----- Acanthastrongylophora ingens DQ927318 Niphatidae
Petrosia sp. DQA27320

B Miphates sp. DQ827312

Erylus sp. CC48
Rhabdastrella globostellata KC302160 <
Meofibularia hartmani KC301997
~{ F Biemna fistulosa FREB19688 .
Sigmaxinella sp. KC902208 r Desmacellidae
[ Biemna variantia CC13 )
| Biemna variantia KCB01961 -

"

Dictyonellidae

Mycalidae

Thorectidae

H_J\ ) L

Hinh 3.Cay phétNSinh loaiwh vao cac trinhutdoan rDNA 18S
phan p tir cac mau hii mién nghién gu va trinh & tuong irng
tham kHio trén Genbank (tén loai va matsinh tr kém theo)

Dua tréndic diém hinh thai, rhu CC46
dugc xac dinh thupe gidng Niphatesva miu
CC48 thc giong Erylus (bang 1), tuy nhién,
két qua phan tich trinhu rDNA chi thi 18S¢
day cho tly trinh tr miu CC46 c6dé tuong
dong it cao (99,3%) &i trinh tr trong tng aia
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loadi Niphates cf. erectgdKC902280), trong tr
mau CC48 gbng ©i 99,6% \i trinh tyr thudc
loai Erylus formosugKC902209).bay ding la
mot co so dé tiép tuc phan tich va xadinh tén
khoa loc caa hai mu CC46 va CC48



Nghién dru trinh tr doan DNA chi thi

Nghién dru sr phat sinh chng loai cua céac
mau hai mién da duoc tién hanh da trén trinh
tu rDNA 18S d@ia 6 mhu hai mién nghién ¢u va
cac trinh & twong tng d& céng b trén Ngan
hang Gen géc % (bang 3). Theo s d6 cay phat
sinh loai (hinh 3) c6 thnhan thiy cac trinh
phén tichdugc nhém thanh 6 nhanh riéngebi
trong tng Wi 6 ho theo dic diém hinh thai.
Mbi nhanh clra mot mau hai mién nghién ¢u
nhanh 1. b Geodiidae Erylus sp. CC48),
nhanh 2: b DesmacellidaeRiemna variantia
CC13), nhanh 3:dDictyonellidae Dictyonella
pelligera CC40), nhanh 4: d Mycalidae
(Mycale laevisCC12), nhanh 5: g1 Thorectidae
(Hyrtios erectus CC34) va nhanh 6: ¢h
Niphatidae  Niphates sp. CC46). KW
Desmacellidae va Mycalidae ftw ©o
Poecilosclerida, tuy nhién theo &6 cay phat
sinh ching loai, ho Desmacellidae c6 klang
céach di trugn kha xa i Mycalidae vadi c6 vi
tri gan hon Wi ho Geodiidae théc b
Astrophorida. K Niphatidae théc phan &p
Ceractinomorpha cing ov  bén  ho

Desmacellidae, Dictyonellidae, Mycalidae va

Thorectidae. Mc du \ay, phéan tich phat sinh
chang laai dya vao trinh rDNA 18S cho thy
ho Niphatidae &m riéng bét & nhanh céi cing
va c6 khang céach di trugn cach xa &i ca 5
nhanh condi (hinh 3). Két qua phan tich phat
sinh ching loi dua vao trinh ¢ rDNA 18S
trong nghién ¢u nay plkin anh g bao thi &
muc do ho trong K¢ thong phan lai. Tuy nhién,
dé co tré tim hiéu sau bon cin nghién ¢u thém
cac DNA chi thi khac cling han nhr rDNA 28S
hoic DNA ty thé dé phan tich chng laai cua
cac mau hai mién.

KET LUAN

Cac doan DNA chi thi c6 kich tlréc 559-
561 bp trén gen ribosome DNA 1&1& dugc
phan &p thanh céngit 6 mau hai mién thu thp
& khu hio %n bién Bao Con Co tinh Quang Tii.
Phan tich trinhut DNA chi thi trénda cho tiy
cac miu hai mién nghién 6u déu c6do tuong
ddng cao i cac loai trongung da céng b trén
GenBank, kling dinh trinh tr doan DNA
nghién @&u co6 thé dugc ar dung lam ch thi
phan tr @& danh giada cing di truyén va gop
phan dinh loai loai hai mién king sinh ke phan

ta. Pay ding la cong trinkiau tién nghién éu
vé cac loai i mién ti Pao Con Co, két qua
cho tHiy, hai mién ¢ khu bén dao Con G da
dang \é thanh phn loai va Kc trén loai nic du
méi duoc khio sat & bo tai 3 diém nghién é¢u
guanhdao.

Loi cam on: Nghién aru dugc thec hién bang
kinh phi @iaDé tai cip Vién Han lam Khoa ¢c
va Cbng ngh Viét Nam: “Nghién ¢u da cing
sinh hc va céc chit c6 hat tinh sinh bc ca
hai mién (Porifera) 4i ¢ao Con Cd, tinh Quing
Tri”, ma $ VAST06.06/12-13. Nhém nghién
ciu trAn tong am on TS. Pam Puc Tién va
nhirng ngroi khac, VEn Tai nguyén va Moi
truong bién, Vién Han Iam KH & CN Vét Nam
da b trg thu thip mau hai mién va cung &p
mot sb tai lieu tham klao.
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MOLECULAR MARKERS BASED ON 18S RIBOSOME GENE FRAGME NTS
OF SPONGES (Porifera: Demospongiae) COLLECTED FROMCON CO ISLAND,
QUANG TRI PROVINCE

Tran My Linh *, Nguyen Chi Ma#, Le Quang Trung’, Vu Huong Giangd', Le Quynh Lien',
Le Thanh Long?, Phan Minh Tuan?, Nguyen Tuong Vari, Ninh Khac Bant

YInstitute of Marine Biochemistry, VAST
“Centre for High Technology Development, VAST
}Institute of Biotechnology, VAST

SUMMARY

Sponge diversity in Vietnam has not been evaluatedll levels from phylogenetics, species, and
populations to ecosystems. In the present studypdiymorphism of 18S rDNA fragment sequences ledea
phylogenetic variation of 6 demosponge sampBisnina variantia, Niphatesp, Erylussp, Mycale laevis,
Dictyonella pelligeraandHyrtios erectukcollected from Con Co island, Quang Tri provingétnam. High
homology of DNA sequence between each studied smmguhd referred species in Genbank inferred six
samples to be six different taxa as previously tified based on morphological characteristics, fing a
potential utility of the DNA sequence for identdition of sponges in Vietnam. So far, this studthis first
molecular data of sponges collected from Vietnaass&he obtained results also contribute to outebet
understanding of the sponge diversity in Con Canidl

Keywords: Porifera, Demospongiae, 18S ribosome DNA fragmemislecular markers, sponges, Con Co
island.
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